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What is the current export?

[x] Exportiocsviie @
[x] Export to C3V file with IRIs. @

Current Filters: [SN0 LY Linear Sequence MLinear Sequence: SINFEKL [linclude Positive Assays

Your export is complete, it should download shortly or can be accessed Here for 24 hours after completion.
Full downloads of the entire database can be found Here
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Currently .csv only with dual headers

A B | c | o | E [ F [ & | uw | v | J ‘ K | L | M ‘ N | 0 ‘ P | a | R | s | T
1 |Epitope lEpitupe Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Related O Related O Relate
2 |Epitope ID Object Type Description Epitope M Epitope Modification{s) Starting PiEnding Po Non-pept Epitope Sy Antigen Name  Antigen Accession Parent Protein Parent Protein Accession Organism Name Parent Organism  Parent Organism ID Epitope CiEpitope RiObject Ty Descri
3 | 58560 Linear peptide SIINFEKL 258 265 ovalbumin AAA4B998.1 Gald2 P01012 Gallus gallus Gallus gallus 9031

4 | 114230 Linear peptide SIINFEKL+SCM(K7) K7 Side chain modification 258 265 ovalbumin AAA48998.1 Gald2 PO1012 Gallus gallus Gallus gallus 9031 The epitope is modified with trinitropl
5 | 1309579 Linear peptide SIINFEKL+BIOT(L8) L8 Biotin |BIOT 257 264 ovalbumin 07051724 Gald2 PO1012 Gallus gallus Gallus gallus 9031

6 4

7 |

g -

Epitope,Epitope, Epitope, Epitope, Epitope, Epitope,Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope,Epitope, Epitope, Related Object,Related Object,Related Object,Related Object,Related Object,Related Object,Related
Epitope ID,Cbject Type,Description,Epitope Modified Residue(s),Epitope Modification(s),Starting Position,Ending Position,Non-peptidic epitope Accession,Epitope Synonyms,Antigen Name,Antigen Accession,Parent Protein,Parent Protein RAcc
"58560", "Linear peptide”,"SIINFEKL","", "" "258", 725", "", "" vovalbumin®, "ARA48998.1","Gal d 2","P01012","Gallus gallus","Gallus gallus","S031",

G oe W

r r r r r r PR
"114230", "Linear peptide", "SIINFEKL + SCM(K7)","K7","Side chain modification®,"258","265","", "", "ovalbumin”, "ARA48998.1","Gal d 2","P01012","Gallus gallus", "Gallus gallus","S031","The epitope is modified with trinitrophenyl on Lys at
"1309579", "Linear pepride", "SIINFEKL + BIOT(L8)","L8","Biotin|BIOT","257","264", ", ""

. ¢ "ovalbumin®”, "0705172A","Gal 4 2","P01012","Gallus gallus”,"Gallus gallus", "9g031", "~ mn nw oo

o

P
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Why change?

e One of the most requested change to the IEDB!
e Limited to .csv file format

* Fixed set of export fields

e Dual headers only

 Limited explanation of what each field means

e Limited information on the query performed
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Introducing the new Custom Exports

Goals:

e Expand the usability of the exports

* Provide more information on each field
e Allow more customization to the user

 Provide more information linking the exported data to the
guery ran

* All shown functionality is currently in development and subject to change
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New Custom Exports

“Current Filters: 7 Epitope Structure: Linear Sequence

Linear Sequence: SINFEKL Include Positive Assays

Epitopes
1)

Go To Records Starting At 1200 €)
Page | 1 of 1

1 Records Found

Details w Epitope  Antigen » Organism ncesw #Assays v
58560 | sinFEKL Y| Gald2 Y| Gallus gallus (chicken) S 1
1 Records Found

Page| 1 of 1

95 '~ ] Per Page
Go To Records Starting At] 1200 (&3 Export Results (&

| EXPORT TO FILE
File Format:| x15 ]

Header Row Formatzm
Export Type{ Full, all data columns > |
Columns to Include:

[ Epltope

# Frelated opject
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Multiple File Formats

louble Headers

ta columns N ]

Columns to ] .TSV
# Mepitope
# PRelated Object
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XLS — Excel format — Most user friendly

A B C D E F G H I J K L M N (o] -
1 |Epitope
2 Epitope ID Epitope IRI Object Type Description Epitope Modified Residue(s) Epitope Modification(s) Starting Position Ending Position Non-peptidic epitope ChEBIID Non-peptidic epitope IRl  Epitope Synonyms Antigen Name Antigen Accession Antigen IRl Parent Protein
3 58560 http://www.iedb. Linear peptide SIINFEKL 257 264 ovalbumin ovalbumin 0705172A http://www. Gal d 2
4
5

.CSV — Comma Separated Values — Current format — Programmer friendly

Epitope,Epitope,Epitope,Epitope,Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, "Related Object", "Related Cbject™, "Related Object

"Epitope ID","Epitope IRI","Cbject Type",Description, "Epitope Modified Residues(s)","Epitope Modification(s)","Starting Position", "Ending Position", "Non-peptidic epitope ChEBI ID", "Non-peptidic epitope IRI"™, "Epitope Synonyms", "Antigen
58560, http: //www.iedb.org/epitope/58560, "Linear peptide", SIINFEKL,,,257,264,,,0ovalbumin, ovalbumin, 0705172A, hetp://www.ncbi.nlm.nih.gov/protein/07051724, "Gal d 2",P01012,http://www.uniprot.org/uniprot/P01012, "Gallus gallus", http://pur

.TSV — Tab Separated Values — Similar to CSV but with tabs — Programmer friendly

1 Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope "Related Cbject™ "Related Object” "Related
Z "Epitope ID" "Epitope IRI" "Object Type" Description "Epitops Modified Residus(s)"  "Epitope Modification(s)"  "Starting Position" "Ending Position"  "Non-peptidic epitope ChEBI ID" "Hon-peptidic epitope IRI" "Epitope Sync
58560 htep://www.iedb.org/epitops/58560  "Linear peptide” SIINFEKL 257 264 ovalbumin ovalbumin 0705172& heep: //www.ncbi.nlm.nih. gov/protein/07051724 "Gal d 2" P01012 heotp://www.uniprot.org/unipre

JSON — JavaScript Object Notation — A programming friendly format used to transport data

) M
]
1(3)™: '
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EXPORT TO FILE

Multiple Header Formats

Export Type{ Full, all|
Columns to Include:
& Mepitope

i lRelated Object

File Format:[ XLS w

Header Row Format:[ Double Headers ~ |

Double Headers w |
Single Header

No Headers

2022 IEDB User Workshop

Double Headers — Current format with a section and field
header row

. A B | c | D | E F G | H

1 Epitope

2 Epitope ID Epitope IRI Object Type Description Epitope Modified Residue(s) Epitope Modification(s) Starting Position Ending Position Non-peptidic
3 (58560 http://www. Linear peptide SINFEKL 257 7264

Single Header — Single header row with section and field

merged

. A B | c | D | E F G | H
1 Epitope
2 Epitope ID Epitope IRI Object Type Description Epitope Modified Residue(s) Epitope Modification(s) Starting Position Ending Position Non-peptidic
3 (58560 http://www. Linear peptide SINFEKL 257 7264

Double Headers — Current Format with a section and field
header row

A B © D E [F
| | | | | |
1:Fpitope - Epitope ID Epitope - Epitope IRl Epitope - Object Type Epitope - Description Epitope - Epitope Modified Residue(s) Epitope - Epitope Modification|

2 58560 http://www.iedb.org/ Linear peptide SIINFEKL
3

No Headers — Simple data centric format with no headers



Custom Field Selection and Export Types

EXPORT TO FILE

File Furmat:[ XS v |
Header Row Fotmat:[ Double Headers |

Export Type: Full, all data columns

v]

Columns to I Fyll, all data columns

+ Epitope Default

i MRelated Default, including IRI columns
IEDB Website Displayed

Customn Export

2022 IEDB User Workshop

Export types are preselected subsets of fields to
be exported. These are currently examples only
and will be further refined upon release.

Custom field section shown in a similar structure
as the finder trees.

Fields shown under section headers that expand
to show the individual field names that can also

be selected separately.

Allows for extremely fine grain customization of
exports to fit each users needs.
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Field Selection Examples

Epitope
EXPORT TO FILE

File Format:
Header Row Format:

Export Type: Full, all data columns v |
Columns to Include:

L] EEpilope

H .Related Object

i .Ep|tope Relation

.Object Type

name

- starting position

; Ending Position

Mir

Synonyma

Source Molecule

Msource Molecule IR

i~ EMolecule Parent

#volecute Parent IR

'ESOUTCE Organism
ESource Organism IRI

i Species

- Mspecies IRI
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Antigen
EXPORT TO FILE

File Format:
Header Row Format:

Export TYPCZ[ Full, all data columns v ]
Colummns to Include:
= EAnngen

i -E'Antlgen Name

: E‘Antlgen D

: E‘Organism Name

-llerganism D
¥ epitopes

[ Assays

b lzl# References
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Field Selection Examples

Assay

File Format:
Header Row Fonnat:m

Export Type:[ Full, all data columns

Columns to Include:

i Freterence

[+ Epitope

+ Related Object
 lost

st in vivo Process
) st immunogen

# ™bong in vivo Process
i g immunogen

# ™ln vitro Process

# ™in vitro Responder Cell
i ¥in vitro Stimulator Cell
& ™in vitro immunogen

+ E‘Adoplive Transfer

# Pmmunization

5] E‘Assay

i Perector cell
[+ Complex
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Receptor

EXPORT TO FILE

Fie Format 5+
Header Row Fc—rmat:m

Export TYPEZ[ Full, all data columns v ]
Columns to Include:
H Receptor
-Group Receptor ID
-Receptor D
MIreference 1D
Mreference IRI
-~ MEpitope 1D
-~ MEpitope IRy
-Description
-ntigen
-Organism
-Response Type
-ssay IDs
~ Murc Alele names
 Reference Name
- MstaBLE ID
-Synonyms
- Mreceptor Type
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Field Selection Examples

Reference

File Format:
Header Row Format:m

Export Type: Full, all data columns v|
Columns to Include:
H MReterence
-~ eps R
- rype
~ Memip
Mlsupmission I
-~ atemate IRi
- Mlauthors
Mliournal
- #bate
- ¥hite
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Additional Improvements

Inclusion of query parameters in the Excel export via a
new sheet

Inclusion of field descriptions in the Excel export via a
new sheet

Re-evaluation of available fields and field names

Addition of the option to export the fields as shown in
the tabs on the website

2022 IEDB User Workshop
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Export Parameters Example

A B =

D E F G H | J K L M

Epitope Structure: Linear Sequence
Linear Sequence: SIINFEKL
Include Positive Assays

|Expart Date: October 26, 2022

000 = oUW R

2022 IEDB User Workshop

Includes the full list of the parameters used on the
IEDB website to generate this export

Also will include the date the export was ran for
future use.

Available in the Excel and JSON formats.
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Field Help Tab Example

A B © D E F G

1 |Section Epito
2 Header IEDB IRI Object Type Name Modified Residue(s) Modifications Starting Position Ending Pos
3 Example http://www.iedb.org/epitope/1056 Linear peptide AELLVALENQHTIDL a1 155

4 Example http://www.iedb.org/epitope/2136 Linear peptide AIYHTENAYVSVVSSHYNR D07 %225

5 Other possible values  http://www.iedb.org/epitope/570 Linear peptide ACKRGPGSGFFSRLN R4 Citrullination|CITR "138 M52

6 | Description of Field The url for this epitope on the IEDB site.  The object type of the epitope, which may include Linear ancA short description of the epitope, including its sequence or The amino acid and its position within The type of post-translai The starting position of 1The ending
7 Help Topic Link http://curationwiki.iedb.org/wiki/index.php/Data_Field_Des:http://curationwiki.iedb.org/wiki/index.php/Data_Field_Des http://curationwiki.iedb.org/wiki/index http://curationwiki.iedb. http://curationwiki.iedb. http://cura
8

9

e
=]
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A new tab in the Excel export that offers information on each field
selected and exported.

Each field has the section and header name matching the header
format selected.

Below this are 2 pre-selected examples chosen by our team to
demonstrate what is in the IEDB.

After this is another possible value to show what that field could
include in case our above examples are blank or we want to show
other possible values.

Next is a brief description of what that field represents.

Finally there is a link to an IEDB help article for that field if available.
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