
Accessing the Data: Query, 
Reporting, and Examples

www.iedb.org

2022 IEDB User Workshop 1

Presented by: Randi Vita, MD, Lead Ontology and Quality Manager
& Sidne Fitzpatrick, PhD, Curator



Home Page Query

1

2

3

4

5

6

7

2



Epitope Search Pane
Search by epitope sequence
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Antigen Search Pane: Organism
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Antigen Search Pane: Antigen
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Host Search Pane
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Assay Search Pane

2022 IEDB User Workshop 7



MHC Restriction Search Pane
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Disease Search Pane
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User Queries: How to see the differences between B 
and T cell responses for SARS-CoV2

Start typing the organism 
name and autocomplete 
will provide options for 
which the IEDB has data
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Select SARS-CoV2
This is a multi-select field
The number displays how 
many selections you have 
made
Once your query is built, click 
“Search”

**You can select from all 
search panes or from none

User Queries: How to see the differences between B 
and T cell responses for SARS-CoV2
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Results Page: Pending Filters/Current Filters
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Results Page: Pending Filters/Filter Options
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Results Page: Additional Filter Options - Default

2022 IEDB User Workshop 14



Results Page: Additional Filter Options – T Cell
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Results Page: Additional Filter Options – B Cell
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Results Page: Additional Filter Options – MHC
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Results Page: Epitope Tab
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Results Page: Epitope Table Headers
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Results Page: Epitope Details
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Results Pages: All Have Inline Filters
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Results Pages: All Have Exports Options
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Results Pages: All Have Export Options
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Results Page: Antigen Tab – Table Headers
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Results Page: Assays Tab – Subtabs
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Results Page: Assays Tab – Table Headers
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Results Page: Assays Tab – Assay Details
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Results Page: Assays Tab – Assay Details 
Reference
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Results Page: Assays Tab – Assay Details
Epitope
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Results Page: Assays Tab – Assay Details 
in vivo Immunization
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Results Page: Assays Tab – Assay Details 
in vitro Immunization
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Results Page: Assays Tab – Assay Details
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Results Page: Assays Tab – Assay Details
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Results Page: Receptors Tab – Subtabs & Groups
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Results Page: Receptors Tab – Receptor Group
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Results Page: References Tab – Table Headers



User Queries: How to see the differences 
between B and T cell responses for SARS-CoV2
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Results Page: Assays Tab – Subtabs
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Results Page: Additional Filters - Differences 
Between B and T Cell Responses 
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T cell assays only = T cell epitopes (3,118 epitopes)

Results Page: Additional Filters - Differences 
Between B and T Cell Responses 
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B cell assays only = B cell epitopes (9,207 epitopes)

Results Page: Additional Filters - Differences 
Between B and T Cell Responses 
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User Queries: How to see the differences between 
B and T cell responses
**Immunome Browser**



User Queries: How to see the differences between B 
and T cell responses

B cell

T cell



User Queries: How to see the differences between 
CD4 and CD8 T cell responses

CD4 T cell

CD 8 T cell



Additional Slides 
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User Queries: How can we assess the protective 
capability of the epitopes of the database?
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Exports – Epitope Source Antigen

Epitope Epitope Epitope Epitope
Antigen Name Antigen IRI Parent Protein Parent Protein IRI

polyprotein http://www.ncbi.nlm.nih.gov/protein/ABR25251.1 sp|P27958|POLG_HCVH Genome polyprotein 
OS=Hepatitis C virus genotype 1a (isolate H) 

http://www.uniprot.org/uniprot/P27958

polyprotein http://www.ncbi.nlm.nih.gov/protein/ABR25251.1 sp|P27958|POLG_HCVH Genome polyprotein 
OS=Hepatitis C virus genotype 1a (isolate H) 

http://www.uniprot.org/uniprot/P27958

NP http://www.ncbi.nlm.nih.gov/protein/Q91UL1 sp|P03466|NCAP_I34A1 Nucleoprotein OS=Influenza 
A virus (strain A/Puerto Rico/8/1934 H1N1) 

http://www.uniprot.org/uniprot/P03466

60S ribosomal protein L28 
isoform 2

http://www.ncbi.nlm.nih.gov/protein/NP_000982.2 sp|P46779|RL28_HUMAN 60S ribosomal protein L28 
OS=Homo sapiens OX=9606 GN=RPL28 PE=1 SV=3

http://www.uniprot.org/uniprot/P46779

polyprotein http://www.ncbi.nlm.nih.gov/protein/ABY67667.1 sp|P27958|POLG_HCVH Genome polyprotein 
OS=Hepatitis C virus genotype 1a (isolate H) 

http://www.uniprot.org/uniprot/P27958

60S ribosomal protein L8 http://www.ncbi.nlm.nih.gov/protein/NP_000964.1 sp|P62917|RL8_HUMAN 60S ribosomal protein L8 
OS=Homo sapiens OX=9606 GN=RPL8 PE=1 SV=2

http://www.uniprot.org/uniprot/P62917

K1 glycoprotein http://www.ncbi.nlm.nih.gov/protein/AAT44989.1 sp|Q2HRD5|K1_HHV8P Protein K1 OS=Human 
herpesvirus 8 type P (isolate GK18) OX=868565 

http://www.uniprot.org/uniprot/Q2HRD5

K1 glycoprotein [Human 
herpesvirus 8]

http://www.ncbi.nlm.nih.gov/protein/AAT44977.1 sp|Q2HRD5|K1_HHV8P Protein K1 OS=Human 
herpesvirus 8 type P (isolate GK18) OX=868565 

http://www.uniprot.org/uniprot/Q2HRD5

alpha-actin http://www.ncbi.nlm.nih.gov/protein/AAA51577.1 sp|P62736|ACTA_HUMAN Actin, aortic smooth 
muscle OS=Homo sapiens OX=9606 GN=ACTA2 PE=1 

http://www.uniprot.org/uniprot/P62736

cytochrome c oxidase I https://ontology.iedb.org/ontology/ONTIE_0002983 sp|P00395|COX1_HUMAN Cytochrome c oxidase 
subunit 1 OS=Homo sapiens OX=9606 GN=MT-CO1 

http://www.uniprot.org/uniprot/P00395

gag protein http://www.ncbi.nlm.nih.gov/protein/AAX81417.1 sp|P03349|GAG_HV1A2 Gag polyprotein OS=Human 
immunodeficiency virus type 1 group M subtype B 
(isolate ARV2/SF2) OX=11685 GN=gag PE=1 SV=3

http://www.uniprot.org/uniprot/P03349

  
  

  
    

  
    

Reference proteome source protein of 
epitope, groups all same proteins, not 

100% identical

Source protein isoform of epitope, 
author specified, 100% identical
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Exports – Epitope Source Organism

Reference proteome species of epitope, 
groups all same

Source organism of epitope, 
author specified

Epitope Epitope Epitope Epitope
Organism Name Organism IRI Parent Organism Parent Organism IRI

Hepacivirus C http://purl.obolibrary.org/obo/NCBITaxon_11103 Hepacivirus C http://purl.obolibrary.org/obo/NCBITaxon_11103

Hepacivirus C http://purl.obolibrary.org/obo/NCBITaxon_11103 Hepacivirus C http://purl.obolibrary.org/obo/NCBITaxon_11103

Influenza A virus (A/X-31(H3N2)) http://purl.obolibrary.org/obo/NCBITaxon_132504 Influenza A virus http://purl.obolibrary.org/obo/NCBITaxon_11320

Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606 Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606

Hepacivirus C http://purl.obolibrary.org/obo/NCBITaxon_11103 Hepacivirus C http://purl.obolibrary.org/obo/NCBITaxon_11103

Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606 Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606

Human gammaherpesvirus 8 http://purl.obolibrary.org/obo/NCBITaxon_37296 Human gammaherpesvirus 8 http://purl.obolibrary.org/obo/NCBITaxon_37296

Human gammaherpesvirus 8 http://purl.obolibrary.org/obo/NCBITaxon_37296 Human gammaherpesvirus 8 http://purl.obolibrary.org/obo/NCBITaxon_37296

Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606 Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606

Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606 Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606

Human immunodeficiency virus 
1

http://purl.obolibrary.org/obo/NCBITaxon_11676 Human immunodeficiency 
virus 1

http://purl.obolibrary.org/obo/NCBITaxon_11676
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Top Header row = Field Group (Reference, Epitope, etc.)
2nd Header Row = Field (terms may repeat)

Assay Assay Assay Assay Assay Assay Assay Assay

Location of assay data in 
the manuscript

Method/Technique Assay Group Units Assay Type IRI Qualitative 
Measure

Measureme
nt Inequality

Quantitati
ve 
measure
ment

Fig. 4A lysate MHC/direct/radioactivity qualitative binding http://purl.obolibrary.org/obo/OBI_0001556 Positive
Figure 4 cellular MHC/direct/fluorescence qualitative binding http://purl.obolibrary.org/obo/OBI_0001606 Positive
Figure 4 cellular MHC/direct/fluorescence qualitative binding http://purl.obolibrary.org/obo/OBI_0001606 Positive
Figures 2 and 5, table III cellular MHC/direct/fluorescence half life min http://purl.obolibrary.org/obo/OBI_0001559 Positive 2520
Figures 2 and 5, table III cellular MHC/direct/fluorescence half life min http://purl.obolibrary.org/obo/OBI_0001559 Positive 2220

purified MHC/direct/fluorescence dissociation constant KD (~EC50) nM http://purl.obolibrary.org/obo/OBI_0001543 Positive-Low > 5000
Figure 4 and table II cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive 5000
Figure 4 and table II cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive 7000
Figure 4 cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive-High = 4000
Figure 4 cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive-High = 3000
Figures 2 and 4 cellular MHC/direct/fluorescence qualitative binding http://purl.obolibrary.org/obo/OBI_0001606 Positive-High
Figure 2 cellular MHC/direct/fluorescence qualitative binding http://purl.obolibrary.org/obo/OBI_0001606 Positive-High
Figure 2 cellular MHC/direct/fluorescence qualitative binding http://purl.obolibrary.org/obo/OBI_0001606 Positive-High
Figure 2 cellular MHC/direct/fluorescence qualitative binding http://purl.obolibrary.org/obo/OBI_0001606 Positive-Low
Figure 2 cellular MHC/direct/fluorescence qualitative binding http://purl.obolibrary.org/obo/OBI_0001606 Positive-High
Figure 7 and Tables 1, 2, an  cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive-Low = 94000
Figure 7 and Tables 1, 2, an  cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive-Low = 136000
Figure 7 and Tables 1, 2, an  cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive-Low = 132000
Figure 7 and Tables 1, 2, 3,  cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive-Interm = 43000
Figure 7 and Tables 1, 2, 3,  cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive-High = 9000
Figure 7 and Tables 1, 2, an  cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive-Low = 77000
Table 2 cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive-High = 16000

Separate method and assay 
group columns allow sorting

IRI is linked to ontology term 
for assay (OBI ontology)

Exports – Assay Types
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B cell assays only = B cell epitopes

Results Page: Discontinuous Epitopes

2022 IEDB User Workshop 50



User Query: What protein are B cell epitope 
residues in reference to?
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