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Recap of Day 2
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Recap of Day 2

Next-Generation Tool Pipelines -
Cluster & PEPMatch

N |EDB

Dr. Bjoern Peters
Co-Principal Investigator

Interactive Cluster Visualization
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T Cell Class Il Tools (Binding,
Processing, Immunogenicity)

Dr. Bjoern Peters
Co-Principal Investigator
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Recap of Day 2
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B Cell Epitope Prediction

Receptor Tools - TCRMatch

Dr. Eve Richardson
Bioinformatics Postdoctoral Researcher

B Cell Epitope Prediction

Prediction_of linear epitopes_from protein sequence

A collection of methods to predict linear B cell epitopes based on sequence ch
and HMMs,

Discotope - Prediction of epitopes from protein structure

This method incorporates solvent-accessible surface area calculations, as well
epitope potential along the length of a protein sequence.

ElliPro - Epitope prediction based upon structural protrusion

This method predicts epitopes based upon solvent-accessibility and flexibility.
Methods for modeling and docking of antibody and protein 3D structures

This page provides information on available methods for modeling and dockin
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User Workshop Structure

_EDAR

Cancer Epitope Database and Analysis Resource

1% Los Alamos

NATIONAL LABORATORY

Specialized Topics — 3D
Structures, Cancer, HIV
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Preview of Day 3
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Welcome

IEDB-3D 2.0: Visualizing Structures in the IEDB

IEDB Query API (1Q-API)

Section 1: Q&A with Drs. Mendes and Greenbaum

The Cancer Epitope Database and Analysis
Resource (CEDAR)

CEDAR Prostate Cancer Meta-analysis

Section 2: Q&A with Drs. Kosaloglu-Yalcin and Sette

Break

Nina Blazeska
IEDB Senior Project Manager

Marcus Mendes
Bioinformatics Postdoctoral Researcher

Jason Greenbaum
Bioinformatics Core Director

Zeynep Kosaloglu-Yalgin
Instructor Cancer Bioinformatics

Alessandro Sette
IEDB Principal Investigator



Preview of Day 3

Elizabeth-Sharon Fung
Los Alamos National Laboratory
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NIH Resources for Researchers: The LANL HIV Jennifer Macke
Databases Los Alamos National Laboratory

Jennifer Mamrosh
Los Alamos National Laboratory

Randi Vita

IEDB, UniProt & Protein Ontology - A Collaboration Lead Ontology and Quality Manager

Section 3: Q&A with Drs. Fung, Macke, Mamrosh and Vita

Nina Blazeska

Closing Remarks & Feedback Survey IEDB Senior Project Manager

End of Session
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Additional Questions?

Email us at help@iedb.org



Thank you!

See you tomorrow for Day 3

We appreciate your time and interest in the IEDB!
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