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What was the previous export?

[x] Exportiocsviie @
[x] Export to C3V file with IRIs. @

Current Filters: [SN0 LY Linear Sequence MLinear Sequence: SINFEKL [linclude Positive Assays

Your export is complete, it should download shortly or can be accessed Here for 24 hours after completion.
Full downloads of the entire database can be found Here
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.csv only with dual headers

ey B . D E I3 G H | J 4 L 1) N [o] P Q R 5 T
1 |Epitope lEpitupe Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Related O Related O Relate
2 |Epitope ID Object Type Description Epitope M Epitope Modification{s] Starting PiEnding Po Non-pept Epitope Sy Antigen Name  Antigen Accession Parent Protein Parent Protein Accession Organism Name Parent Organism  Parent Organism ID Epitope CiEpitope RiObject Ty; Descrip)
31 58500 Linear peptide SUNFERL 258 265 Svalbummin - ARAASS58.1 Gala2 PO1012 Gellus gallus - Galus gallus 3031
4 | 114230 Linear peptide SIINFEKL+SCM(K7) K7 Side chain modification 258 265 ovalbumin AAA48998.1 Gald2 PO1012 Gallus gallus Gallus gallus 9031 The epitope is modified with trinitropl
5 | 1309579 Linear peptide SIINFEKL+BIOT(L8) L8 Biotin |BIOT 257 264 ovalbumin 07051724 Gald2 PO1012 Gallus gallus Gallus gallus 9031
6 4
7 |
g -

G oe W

o

Epitope,Epitope, Epitope, Epitope, Epitope, Epitope,Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope,Epitope, Epitope, Related Object,Related Object,Related Object,Related Object,Related Object,Related Object,Related
Epitope ID,Cbject Type,Description,Epitope Modified Residue(s),Epitope Modification(s),Starting Position,Ending Position,Non-peptidic epitope Accession,Epitope Synonyms,Antigen Name,Antigen Accession,Parent Protein,Parent Protein RAcc
"58560", "Linear peptide”,"SIINFEKL","", "" "2587, 725", "" "7 vovalbumin®, "ARR48998.1","Gal d 2","P01012","Gallus gallus","Gallus gallus","SO31", "W, "w ©n mo &n ;o ;s ;o mw oo oo on

"114230", "Linear peptide", "SIINFEKL + SCM(K7)","K7","Side chain modification®,"258","265","", "", "ovalbumin”, "ARA48998.1","Gal d 2","P01012","Gallus gallus", "Gallus gallus","S031","The epitope is modified with trinitrophenyl on Lys at
"1309579", "Linear pepride", "SIINFEKL + BIOT(L8)","L8","Biotin|BIOT","257","264","", "" "ovalbumin”,"0705172A", "Gal d 2", "F01012","Gallus gallus","Gallus gallus","SO3L", "™, "m mw nwu nn ww &n ;o ;o ;e on e
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Why Change?

e Limited to .csv file format

* Fixed set of export fields

e Dual headers only

 Limited explanation of what each field means
e Limited information on the query performed

e Lack of information on when the query was performed
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Introducing the New Customized Data Exports

Goals:

e Expand the usability of the exports

* Provide more information on each field
e Allow more customization to the user

* Provide more information linking the exported data to the
query
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New Customized Data Exports

Lol e A Nl % Epitope Structure: Linear Sequence Linear Sequance SINFEKL nelude Positive Assays

Go To Records Starting At] 1200 (@3

3 Records Found Page 1 of 1

IEDB ID » Epitope ‘+ Antigen + Organism

58560 SINFEKL Y8R calaz Va | Gallus gallus (chicken) 578

114230 SHNFEKL + SCMKT) ‘?ﬂﬁ Gald2 V| Gallus gallus (chicken) Tl 4 7

422946 SINFEKL + BIOT(LS) Y%l caldz Ya | Gallus gallus (chicken) Vol 1 1

3 Records Found Page 1 of 1 |25 ~| PerPage
Go To Records Starting At] 1200 (€8 Export Results (&

| EXPORT TO FILE @

File Format: x| sx u]

Header Row Format:[ Double Headers ~ |

Export TYP€Z| Full, all data columns v ]
Columns to Include:

[+ [m) Epitope 1D

[+ [m) Epitope

[+ [W) Related Object
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Multiple File Formats

EXPORT TO FILE &

Jouble Headers w

ita columns W ]

[+ [m] Epitope
[+] [m] Related Object
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XLS — Excel format — Most user friendly

Epitope ID Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope
IEDB IRI Object Type Name Modified Residue(s}) Modifications Starting Position Ending Position IRI Synonyms Source Molecule Source Molecule IRI Molecule Parent]
https://www.iedb.org/e; Linear peptide SIINFEKL 258 265 ovalbumin http://www.ncbi.nlm.nih Gal d 2
https://www.iedb.org/e; Linear peptide SIINFEKL + SCM(K7) K7 Side chain modification 258 265 ovalbumin http://www.ncbi.nlm.nih Gal d 2
https://www.iedb.org/e; Linear peptide SIINFEKL + BIOT(L8) L8 Biotin|BIOT 257 264 ovalbumin http://www.ncbi.nlm.nih Gal d 2

.CSV — Comma Separated Values — Current format — Programmer friendly

|"Epitope ID",Epitope,Epitope,Epitope,Epitope,Epitope,Epitope,Epitope,Epitope,Epitope,Epitope,Epitope,Epitope,Epitope,Epitope,Epitope,Epitope, "Related Object”,"Related Object”,"Related Object”,"Related Object”,"Related Object”,"Related Ob
“IEDB IRI","Object Type™,Name, Modified Residue(s)”,Modifications,”Starting Position”,”Ending Position”,IRI,Synonyms,”Source Molecule”,"Source Molecule IRI","Molecule Parent”,”Molecule Parent IRI","Source Organism”,”Source Organism IRI",
https://ww.iedb.org/epitope/5856@, "Linear peptide”,SIINFEKL,,,258,265,,,0valbumin,http://www.ncbi.nlm.nih.gov/protein/AAA48998.1,"Gal d 2",http://www.uniprot.org/uniprot/P81012,"Gallus gallus”,http://purl.obolibrary.org/obo/NCBITaxon_9@
https://waw.iedb.org/epitope/114238, "Linear peptide”,"SIINFEKL + SCM(K7)",K7,"Side chain modification™,258,265,,,ovalbumin,http://www.ncbi.nlm.nih. gov/protein/AAA48998.1,"Gal d 2",http://www.uniprot.org/uniprot/PB10812,"Gallus gallus”,htt
https://wew.iedb.org/epitope/422946, "Linear peptide”,"SIINFEKL + BIOT(L8)",L8,Biotin|BIOT,257,264,,,0ovalbumin,http://war.ncbi.nlm.nih. gov/protein/0705172A,"Gal d 2" ,http://www.uniprot.org/uniprot/Pe1012, "Gallus gallus”,http://purl.obolib

.TSV — Tab Separated Values — Similar to CSV but with tabs — Programmer friendly

"Epitope ID" Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope "Related Object™ "Related Object” "Related Object” "Related Object”
"I1EDE IRI" "Object Type" Name "Modified Residue(s)” Modifications "Starting Position” "Ending Position” IRL Synonyms. "Source Molecule” "Source Molecule IRI™ "Molecule Parent” "Molecule Par
https://www.iedb.org/epitope/58568 "Linear peptide” SIINFEKL 258 265 ovalbumin http://wwi.ncbi.nlm.nih.gov/protein/AAA48998.1 "Gal d 2" http://wwi.uniprot.org/unipro
https://www.iedb.org/epitope/1142368 "Linear peptide” "STIINFEKL + SCM(K7)" K7 "Side chain modification” 258 265 ovalbumin http://www.ncbi.nlm.nih.gov/protein/AAA48998.1 "Gal d 2"
https://vww.iedb.org/epitope/422946 "Linear peptide” "SIINFEKL + BIOT(L8)" L8 Biotin|BIOT 257 264 ovalbumin http://www.ncbi.nlm.nih.gov/protein/@7@5172A "Gal d 2" http: //wiaw.un

JSON — JavaScript Object Notation — A programming friendly format used to transport data

.nlm.nih.
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Multiple

E)(PORT TOFILE © T

File Format] xLSX v |

Header Row Fotmat:[m
Export T)’P'-?i[m Double Headers
Columns to Include: | Single Header

[+ [m] Epitope ID

[+ [m] Epitope

[+ [W] Related Object

v)

No Headers

2023 IEDB User Workshop

Header Formats

Double Headers: Two header rows with a section and field row

Epitape I Epitope Epitope Epitope Epitape Epitape Epitape Epitope
IEDS IRI Object Type Name Modified Regidue(s)  Madifications Starting Position Ending Pasition [11]
hittps:/fwow.ledb.org/ef Linear peptide SIMFEKL 258 265

hittps:/fumw.iedb.orgfer Linear peptide SINFEKL + SCM[KT) K7 Side chain modification 258 "85

hittps:fusiadb.orgfeg Linear paptide SUNFEKL + BIOT(LA) L8 Biatin|BIOT %57 T64

Single Header: Single header row with section and field merged

Epitope ID - IEDB IRI Epltope - Object Type  Epltope - Name Epitope - Modifled Resic Epitope - Modifications Epitope - Starting Positic Epitape - Ending Positio: Epitope - IRI
bt/ fwwnw.iedborg fef Linear peptide SINFEKL 58 65
https:/fwww.ledb.org/e; Linear peptide SIINFEEL + SCM{KT) K7 Side chain modification 258 265
hittprs: /oo iedboorg feg Linear peptide SINFEKL + BIOT(LE) L& Biotin| BIOT %87 164

No Headers: Simple data centric format with no headers

¢l bl BiTaxan_

https//ww Linear pep SINFEKL 258 265 Ibumin http//s id2 h
bittpss/fue Linear peq SINFEKL + K7 side chain 758 es P di
nttpess/fus Linear peg SINFEKL + LB Biotin|BICTST 64 ttpy id 32

Gallus gal

Gallus gal
Gallis gal

“BITaxan,

“BITaxan




Export Types

EXPORT TOFILE ©

| File Format:[ XLSX v'|

Header Row Format:[ Double Headers w |

| Export T}’IJEI[ Full, all data columns Vl

, Columns to I Full, all data columns |

| (M) Epitopé Default, including IRT columns

| B (W Epitope Default i

| [ [W] Relateq [EDE Website Displayed |
Custom Export

2023 IEDB User Workshop

Export types are preselected subsets of fields to be
exported

Available Export Types:
e Full, all data columns: All the available columns

available for that export

e Default: A preselected ‘default’ set of columns
selected by the IEDB team

e Default, including IRI columns: An expanded set of

the Default column set with IRIs included where
available

e |EDB Website Displayed: A set of columns that
match what is shown in the tab being exported

e Custom Export: User selected set of columns

10



IEDB Website Displayed

EXPORT TO FILE &

File Format x1sx v |
Header Row Format:[ Double Headers v |

Export Type:| IEDB Website Displayed

v)

Columns to Include:
= ]

0 I Y

2023 IEDB User Workshop

IEDB Website Displayed is a special Export Type.
It directly reflects the fields shown on the selected
results page tab

Due to it’s unigue nature it’s fields can’t be
modified or added to other exports
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Custom Export

e Allows for fine grain customization of your export

File Format:[ KIS v |

set of columns

Header Row Format:[ Double Headers w |

Export Type:| custom Export

v)

Columns to Include:
[_]@Epifzpem N Section headers are shown with a [+] icon that can
|
- (=] 1ED8 IR i be expanded to show the individual columns
[~ W) Epitope ,
[ Object Type beneath. Similar functionality to the trees in the
(| Name

(W] Modified Residue(s)
[] Modifications

[] starting Position

[] Ending Position

(] IR

(W] Synonyms

[] Source Molecule
(W] Source Molecule IRI
(] Molecule Parent

(W] Molecule Parent IRI
(] Source Organism
(W] Source Organism IR

| Export |

2023 IEDB User Workshop

finders

Full sections can be selected or removed by
clicking on the box next to the section header

Full green boxes indicate a selected
column/section. Half green boxes indicate that at
least 1 column under that section is selected
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Field Selection Examples

Epitope Antigen

File Format: x15X v | File Format| xisx v |
Header Row Format| pouble Headers v | Header Row Format: Double Headers v |
Export TYPGZ[ Full, all data columns v ] Export TYPCZ[ Full, all data columns v l
Columns to Include: Columns to Include:
(~| [m] Epitope ID ~ [~ (W] Antigen

- (W) IEDB IR - [H) Antigen Name
(] [m] Epitope -[M] Antigen IR

- [M] Object Type - [m] Organism Name

-[W] Name - [M] Organism IR

-[m] Modified Residue(s) -[m] # Epitopes

~ [H] Modifications - M) # Assays

-[m] Starting Position - [W) # References

-[m] Ending Position

@R

-[M] Synonyms

- [m] Source Molecule

- [m] Source Molecule IR
- [m] Molecule Parent

- [E) Molecule Parent IRl
- [M] Source Organism

-[M] Source Organism IR v
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Field Selection Examples

Assay Receptor
File Format: File Format:
Header Row Format :m Header Row Format:m
Export TYPEI[ Full, all data columns w l Export TYPEZ[ Full, all data columns w l
Columns to Include: Columns to Include:
[+ [m] Assay ID A I (W] Receptor 2
[+ [W) Reference “[m] Group IRI
i+ [H] Epitope M) IEDB Receptor ID
[+ [H] Related Object [ Reference Name
[+ (W) Host - [m) Type
[+] [M] 1st in vivo Process &+ [H] Reference
[+] W] 1st immunogen [+ [m] Epitope
[+ (W] 2nd in vivo Process [+ [m] Assay
[+ [H) 2nd immunogen = [H] Chain 1
[+] [M] In vitro Process -[|] Type
[+ W] in vitro Responder Cell -[M] Organism IR
[+ (] in vitro Stimulator Cell -[H] Mucleotide Sequence
[+ [H] in vitro immunogen M) Curated v Gene
[+ [W] Adoptive Transfer -[M) calculated V Gene
[+ [H] Immunization [ Curated D Gene
[+ (W] Assay -[W] Calculated D Gene
[+] W] Effector Cell V) -[M] Curated J Gene v
“d |
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Field Selection Examples

Reference

File Format:
Header Row Format:m
Export TYPCZ[ Full, all data columns v l
Columns to Include:
(] [W] Reference ID

~ (W] EEDB IR
] [m] Reference

(=] Type

~ | PMID

-[M] Submission ID
- [H) Alternate IRIs
- [W] Authors

- [m] Journal

-[m] Date

- [m) Title

2023 IEDB User Workshop



Additional Improvements

Inclusion of query parameters in the Excel export via a
new sheet, and the JSON export

Inclusion of export date in the Excel and JSON exports

Inclusion of field descriptions in the Excel export via a
new sheet
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Export Parameters Example

A B C D E F G H | J K L M N

Epitope Structure: Linear Sequence
Linear Sequence: SIINFEKL
Include Positive Assays

|Export Date: October 26, 2022

O00 = G LA R L R

* Includes the full list of the parameters used on the IEDB website to generate this export

e Also will include the date the export was ran for future use

e Available in the Excel and JSON formats

2023 IEDB User Workshop
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Field Help Tab Example

A B © D E F G

1 |Section Epito
2 Header IEDB IRI Object Type Name Modified Residue(s) Modifications Starting Position Ending Pos
3 Example http://www.iedb.org/epitope/1056 Linear peptide AELLVALENQHTIDL a1 155

4 Example http://www.iedb.org/epitope/2136 Linear peptide AIYHTENAYVSVVSSHYNR D07 %225

5 Other possible values  http://www.iedb.org/epitope/570 Linear peptide ACKRGPGSGFFSRLN R4 Citrullination|CITR "138 M52

6 | Description of Field The url for this epitope on the IEDB site.  The object type of the epitope, which may include Linear ancA short description of the epitope, including its sequence or The amino acid and its position within The type of post-translai The starting position of 1The ending
7 Help Topic Link http://curationwiki.iedb.org/wiki/index.php/Data_Field_Des:http://curationwiki.iedb.org/wiki/index.php/Data_Field_Des http://curationwiki.iedb.org/wiki/index http://curationwiki.iedb. http://curationwiki.iedb. http://cura
8

9

e
=]

2023 IEDB User Workshop

A new tab in the Excel export that offers information on each field
selected and exported

Each field has the section and header name matching the header
format selected

Below this are 2 pre-selected examples chosen by our team to
demonstrate what is in the IEDB

After this is another possible value to show what that field could
include in case our above examples are blank or we want to show
other possible values

Next is a brief description of what that field represents

Finally, there is a link to an IEDB help article for that field if available

18
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