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Home Page Query

[ Check out our new IEDE updates! (1) Learn how to customize vour database exports and (2] test out the new Next-generation Tools site for all your analysis and prediction needs. ]

Welcome

The Immune Epitope Database (IECB) is a
freely available resource funded by NIAID.
It catalogs experimental data on antibody
and T cell epitopes studied in humans and
other animal species in the context of

infectious disease, allergy,

autoimmunity

and fransplaniation. The IEDE also hosts

epitope prediction and analysis tools, and

has a companion site, CEDAR (funded by
MCI), which houses cancer epitopes.

Upcoming Events &

Virtual User Workshop
* reqister here

AACE 2024
Festival of Biologics
AAT 2024

Summary Metrics

Peptidic Epitopes
Mon-Peptidic Epitopes
T Cell Assays

B Cell Assays

MHC Ligand Assays

Epitope Source Organisms

Restricting MHC alleles
References

Leam More

News

Mov 1-3, 2023

Apr 5-10, 2024
Apr 15-17, 2024
May 3-7, 2024

1,597,860
3,188
508,022
1,392,156
4,777,872
4,403
991
24,204

START YOUR SEARCH HERE

Epitope Analysis Resource

—

g—

g SH
R T

@ Any R,
O Linear peptide
|Exact M w || Ex: SINFEKL

() Discontinuous
(O Non-peptidic

h, .

b

' Epitope @ (1) "o nl Jﬂ-SSﬂH‘@@

T Cell

[#] B Cell
[#] MHC Ligand

»

| Ex: neutralization

& Find

Outcome: [ Positive ] Negative

( Epitope Source (3)

Organism @
| Ex: influenza, peanut| B Find

Antigen

Ex: core, capsid, myo

h, A

h,

| MHC Restriction (2 @ E. ]
@® Any

() Class |
() Class |l

() Non-classical

O Ex HLA-A®02:01 || Find

*,

O| Ex: dog, camel | B Find

*,

" Host 6] @) ! I | [ Disease 6] @ ! ,
@ Any ® Any E
() Human () Infectious
O Mouse O Allergic
O Mon-human primate () Autoimmune

O| Ex: asthma

| & Find

Saull  Scach |

T Cell Epitope Prediction (@

Scan an antigen sequence for amino acid
patterns indicative of:

MHC | Binding

MHC Il Binding

MHC | Processing (Proteasome, TAP)
MHC | Immunogenicity

B Cell Epitope Prediction (@
Predict linear B cell epitopes using:
Antigen Sequance Propertias

Predict discontinuous B cell epitopes using
antigen structure via:

Discotope
ElliPro

Epitope Analysis Tools (@

Analyze epitope sets of:
Population Coverage
Conservation Across Antigens

Clusters with Similar Sequences

Provide Feedback | Help Bequest | Solutions Center | Tool Licensing Information

Last Updated: Cctober 01, 2022

Supported by 3 contract from the Mational Institute of Allergy and Infectious Diseases, 3 component of the MNational Institutes of Health in the Department of Health and Human Semvices.
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Epitope Search Pane

Search by epitope sequence

I Epitope (2) o~ Assay (@) [ Epitope (2) o R |
ot 5o & o
HH,-G?_‘ i ““-.y;q.i’ it |
® Any A T Cell O Any oy
(O Linear peptide B Cell | @ Linear peptide
[Exactl v |[Ex SINFEKL |
_ ) Exact v v || Ex: SIINFEKL
(O Discontinuous X neutralization wus
O Non-pepidic Outcome: [w] Posil Substring
| L Blast- 90% [
— - HEis — - Blast - 80% 4
Epitope Source (2) MHC Restriction (?) | Blast - 70% .
. Epntope Source (2)
Organism @® Any |
| Ex: influenza, peanut “E Find | QO Class | SR
Antigen (O Class I
Non-classical
| Ex: core, capsid, H’I}FDE|§ Find | O
= | | Of exHaa02
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Antigen Search Pane: Organism

" Epitope Source (@

Organism

Ex influenza, peanut

Anfigen

Ex: core, capsid, myos

'® Find

2023 IEDB User Workshop

[ Epitope Source (2)

Organism

‘ ® Any

corg

|'® Find | O Class |

" MHC Restriction 3

™

T

T |

[ W W Wi

Coronavirus (ID:11118)
Alphacoronavirus (1D:693996, Coronavirus)

Betacoronavirus (1D:694002, Coronavirus)
Bat coronavirus (1D:1508220)
Yak coronavirus (ID:2501420)
Human coronavirus 229E (Coronavirus 229E) (ID:11137, Coron...
Human coronavirus NL63 (Coronavirus NL63) (1D:277944, Cor...
Middle East respiratory syndrome-related coronavirus (MERS c...

Severe acute respiratory syndrome-related coronavirus (Human...
Avian coronavirus (ID:694014)




Antigen Search Pane: Antigen

" Epitope Source (@

Organism

EX influenza, peanut

Antigen

Ex: core, capsid, myos
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Antigen (2 . | [ MHC Restriction @ E. |
Organism @® Any MHC Restriction

| Ex: influenza, peanut | (O MHC Class |
F‘mtigen Mame D MHC Class Il
() MHC Nonclassical
[ capsid | Ol Ev v aanr201 [ Find |
_ | Nucleocapsid [Q91MK3] (Menangle pararubulavirus) -

"l Nucleocapsid [ACAOFENACS] (Bovine respirovirus 3 (Bovine pa...

Mucleocapsid [T1UFETY] (Human respirovirus 3 (Human parainf. ..
Nucleocapsid [Q83138] (Small ruminant morbillivirus (Pseudori. .
Mucleocapsid [ACAOHSBN46] (Rinderpest morbillivirus (Rinder. .
Capsid protein [Q91PS7] (Torque teno virus 8)

i O e O W W

Capsid protein [Q9JH33] (Torgue teno virus 13)
Capsid protein [Q9DUBT] (Torque teno douroucouli virus)
Capsid protein [Q8QWVL3] (Torgue teno felis virus)

— Capsid protein [Q8QWL9] (Torgque teno sus virus 1a (Torque ten... -



Host Search Pane

"

" Host (2

® Any

() Human

() Mouse

() Non-human primate

HOST ORGANISM FINDER @

Current 5]

Reset

Q, search By = Browse by Tree (Click to Select) H ]
fiien = . Vertebrate
# i Ave (bird)
Ex: dog, camel I # . Fish
Crganism 10: i . Mammal

|Ev=;: 9615 |

—
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Assay Search Pane

Assay @

T Cell
B Cell
MHC Ligand

‘ Ex neutralizaton | & Find
Outcome: Positive [_] Negative

ASSAY FINDER ©

- Current Selection(s)
~ Q, Search By = Browse by Tree (Click to Select)
| ) ]
i . 3 5! immune epitope assay
Name: |Ex: purified MHC =
[H - T cell assay
Method/Technigue: | v‘ . . e
Measurement Of: | v‘ M . 3D structure
Units: | v‘ i+ [l bvinding constant
' @ [ viological activity
[~ Search | ~ ® ) quaitative binding

i+ [l MHC ligand assay
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MHC Restriction Search Pane

W
® Any

(O Class |
(O Class ||
O Non-classical = Browse by Tree (Click to Select)
- [ MHC
O | Ex: HLA-A*02:01 I-E Find I = . MHC molecule
\ , = . class |
[+ . black flying fox
= Browse by Tree (Click to Select) i il bonobo

=] . MHC = . cat

i+ [l MHC molecule ‘ = [ FLAE
j FLA-E=01801

i+ [l haplotype
[+ . serotype [l cattle

[+ hick
[#] . mutant MHC molecule I chicken
i+l ] chimpanzee

[+ . clawed frog
j cotton-top tamarin
i [l dog
[+ . duck
i+ i gorila
[+ . horse
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Disease Search Pane

Disease (2

® Any

(O Infectious

(O Allergic

O Al = Browse by Tree (Click to Select)
O ‘ Ex: asthma = [ host health status

= E disease
Rese!  QSICIN

[+ . additional diseases by category
B allergic disease

= Browse by Tree (Click to Select) 'Y allergic contact dermatitis of eyelid

i [ host health status o [l g allergy

# [ allergic contact dermatitis
Iy
[~ E disease ‘ # . axtrinsic asthma
i+ [} additional diseases by category 9 ) gestointesinal allergy
It

# [l allergic disease

| latex allergy
[+ . animal model of disease # . metal allergy
[+ [ autoimmune disease i i respiratory allergy
[+ [l infectious disease i+ [ animal model of disease
i+ i neoplasm ] autoimmune disease
[+ . transplant-related disease and allo-reactivity ] . infectious disease
My
|9 healthy [# . neoplasm
[+ i infection without disease i+ ] transplant-related disease and allo-reactivity
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User Queries: How to see the differences between B
and T cell responses for any pathogen?

Start typing the organism
name and autocomplete

. . . infl |T= Find | (O Class |
will provide options for -,a — =

which the IEDB has data

2023 IEDB User Workshop

| Epitope Source (@) a " MHC Restriction (2) ﬁ-'\
Organism @® Any

Influenza A virus (AMWSNM933(HINT)) (Influenza A virus (AMWS... =~
Influenza virus (ID:10002045)
Influenza A virus (ID:11320)

| Haemophilus influenzae (ID:727, Influenza-bacillus)

Influenza C virus (Influenza C viruses) (ID:11552, Influenza C vi. ..
Influenza A virus H3N2 (influenza virus A/H3NZ2) (ID:41857, infl_ .
Influenza B virus (Influenza virus type B) (ID:11520, Influenza vi. ..
Haemophilus influenzae 6U (ID:100010535)

i O O Y

Haemophilus influenzae Rd KW20 (Haemophilus influenzae K. ..

| Human orthorubulavirus 2 (Human parainfluenza 2 virus) (ID:25... .

RSeS| |

10



User Queries: How to see the differences between B
and T cell responses for any pathogen?

Select Influenza A virus
This is a multi-select field
The number displays how

made
Once your query is built, click

“Search”

**You can select from all
search panes or from none

2023 IEDB User Workshop

many selections you have ] o=
- Influenza A virus (10 Find |

'Epitnpe )] o ml
-
WM, v HH
® Any .

(O Linear peptide
|Exact N v | [Ex: sHINFEKL

(O Discontinuous
(O Non-peptidic

Assay (@) ?{@ '
il
T Cell {/
B Cell

Outcome:  [@] Positive [_] Negative

MHC Ligand

Ex: neutralization

| & Find |

" Epitope Source (3

Organism

=1

Antigen

Ex: core, capsid, myo{|T® Find |

" MHC Restriction (3

&
@ Any
() Class |

(O Class Il

() Non-classical
O | Ex HLA-A*02:01 || Find |

" Host (7

@ Any

(O Human

(O Mouse

(O Non-human primate

Ol ex dog, camel

B Find |

Disease (7)

3

@ Any s
() Infectious

O Allergic

() Autoimmune

O Ex: asthma

| & Find |

Rese | SN




Results Page: Pending Filters/Current Filters

Y. IEDB

(eSS N Organism: Influenza A virus (ID-11320) ll X Include Positive Assays

e Seach— -
B g (5224) ( {17332) (1616)
Filter Options (2) -
Go To Records Starting At[ 1200 |(&) Export Results @
| Defautt vl 5224 Records Found Page of 209 B £ Per Page
: : IEDB ID « Epitope ~ Antigen +~ Organism w #References « #Assays v
Epitope @ - 20354 GILGFVFTL Vel Matrix protein 1 Y | Influenza A virus Ve | 266 700
P
@ Any o 4602 ASNENMETM Vel Mucleoprotein V& | Influenza A virus Y| 156 249
O Lingar peptide 48237 PHYVKQNTLILAT Ve8| Hemagglutinin Y& | Influenza A virus V| 127 424
Length 61151 SELENFRAYV Y | Polymerase acidic protein Y | Influenza A virus Ya| 04 273
SEIEIEE 67436 TYQRTRALY Yal| Nuclsoprotein T | Influenza A virus Yl 85 182
Di i
QO Discontinuous 60867 SRYWAIRTR Yl Nucieoprotein Ve | Influenza A virus Y| 46 101
(O) Non-peptidic
7136 CTELKLSDY Bl Hucleoprotein Ve | Influenza A virus Vel 35 63
R9313 : i i
[Pty SLLTEVETPIRNEWGCRCNDSSD Vel Matrix protein 2 V& | Influenza A virus Ve | 34 136
Amino acid modification 57751 SFERFEIFPKE YalB| Hemagglutinin T | Influenza & virus Vel 33 15
\ ) 4578 ASNENMDAM VB nucleoprotein Ve | Influenza A virus Y 3 75
( Epitope Source @ - ‘ 61497 SSYRRPVEGI h A SRNlmi-nl::'ilecled RNA polymerase catalytic V& | Influenza A virus V| 20 69
Organism 27283 ILRGSVAHK Yl Nucieoprotein Ve | Influenza A virus Y| 28 59
[ Influenza A virus (ID:11320] 1) 29690 IYETVASSL Y | Hemagglutinin Y | Influenza A virus Vel 28 95
Antigen 70898 VEDGGPNLY Y | RNA-direcled RNA polymerase catalytic  ¥# | Influenza A virus Yal| 28 40
. . subunit
| Ex: core, capsid, myosin |
13263 ELRSRYWAI VBl Nuclsoprotein Ve | Influenza A virus Y| 27 50
Include related structure
[Select multple options :] 56055 RTFSFQLI Ve[| Nuclear export protein ¥ | Influenza A virus AR 52
L ) 17119 FMYSDFHFI Vel Polymerase acidic protein V& | Influenza A virus Ve 22 59
Receptor @ . 39494 LSLRNPILV VB Protein PE1-F2 V% | Influenza A virus Y| 21 45
2014 AIMDKNIIL Ve[| on-structural protein 1 ¥ | Influenza A virus V| 19 74
Has sequence
; q 57322 SDVEGRLI YelB| Nucleoprotein Y | Influenza A virus Y| 17 34
, : il 45001 NMLSTVLGV Va | RMA-directed RNA polymerase catalytic Ve | Influenza A virus Yl 16 438
=P P e M el
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Results Page: Pending Filters/Filter Options

‘,IEDB

LI R SRl % Organism: Influenza A virus (ID:11320) Include Posifive Assays

Filter Options (2

T Cell
B Cell
|MHC )
(@ Any R,
(O Linear peptide

Length

Sequence

(O Discontinuous
() Non-peptidic

|:| 3D structure assays
Amino acid modification

[ Epitope Source (3

Organism .

| Influenza A virus (ID:11320§ 1)
Antigen
| Ex: core, capsid, myosin |

Include related structure
|Select multiple options N

Epitopes
(5224)

5224 Records Found
IEDBID » Epitope

20354
4602

48237
61151
67436
60867
7136

59318
57751
4578

61497

27283
29690
70898

13263
56055
17119
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GILGFVFTL
ASMENMETM
PEYVEQNTLKLAT
SSLENFRAYV
TYQRTRALY
SRYWAIRTR
CTELKLSDY
SLLTEVETPIRNEWGCRCNDSSD
SFERFEIFFKE
ASMENMDAM
3SYRRPVGI

ILRGSVAHK

IYSTVASSL
VEDGGPHNLY

ELRSRYWAI
RTFSFQL

FMYSDFHFI

X0
%
X0

Y80
o
D
YiE
o
D
YiE

D

HA

%
%
%

Go To Records Starting At@
Page of 209 B E0

hd

a
Y
a
Y
a
%
A
A
a
Y
Ve
Y
a
Y
e
Y
Ve

Antigen

Matrix protein 1
MNucleoprotein
Hemagglutinin
Polymerase acidic protein
MNucleoprotein
Mucleoprotein
Mucleoprotein

Matrix protein 2
Hemagglutinin
Mucleoprotein

RMA-directed RMA polymerase catalytic
subunit

Mucleoprotein
Hemagglutinin

RMA-directed RMA polymerase catalytic
subunit

Mucleoprotein
Muclear export protein

Polymerase acidic protein

Organism

Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus

Influenza A virus

Influenza A virus
Influenza A virus

Influenza A virus

Influenza A virus
Influenza A virus

Influenza A virus

A il A0l ddddegddc

# References

266
136
127

85

28

27

22
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Results Page: Additional Filter Options
Default

[ Epitope Source ()

Organism
| Influenza Avirus (D:11320{1&  Fina |
Antigen

| Ex: core, capsid, myosin | & Find 5

Includs related structure

| Select multiple options

/[ setectal [ UnselectAll ) |t
[l &nalogs o
[ Mimotopes
[ Neoepitopes
[J only neoepitopes
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Results Page: Additional Filter Options

T Cell

TCR @

(] Has TCR sequence

Type | Any Type v| Name  |Ex DMF5

(] Paired chains only

Chain AnyT\,rpe w REgiOI'I CDR3 v

Sequence LNV | [Ex: CARNTGNQFYF

T Cell Assay (@

Outcome: [v] Positive [ Negative

® Any

(O cytokine production
() MHC multimer

() In vivo

O‘ Ex: IL-2 release “-E Find

[] Direct ex vivo detection

2023 IEDB User Workshop

O class |
O class i
(O Non-classical

O Ex HLA-A"02:01
Evidence

[ Lmme 3

Class
Allele (4-digit) 1 chain
Allele (4-digit) 2 chains

MHC Restriction (2 E.
® Any

(O class |
O Class Il
(O Non-classical

O‘ Ex: HLA-A*02:01 ‘I'é Find |

MHC Restriction (3) #
® Any

[JMHC binding prediction
(Y Mnnze

Resolution | Any v |

Evidence | Select multiple options s |
[ _selectanl ) [ UnselectAl et

" Host ® [Jsingle allele present
[T cell assay -MHC subset identification
T cell assay -Mismatched MHC molecules
Any Y

[JMHC binding assay

) Human

15



Results Page: Additional Filter Options

r

B Cell

| Antibody/BCR (@

[] Has BCR sequence

Type | Any Type

v| Name |Ex 26-2F

[] Paired chains only

Chain

Sequence Any Type

Any Type +~| Region |CDR3 v

[Ex: CARNTGNQFYW

[ B Cell Assay (3

Outcome: Positive

[] Negative

® Any
(O Antibody binding
(O Neutralization

O In vivo

O ex ELsa | Fino

I Antibody isotype

| Select multiple options

Ak

2023 IEDB User Workshop
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Results Page: Additional Filter Options

MHC

| MHC Assay @

Outcome: Positive

[] Negative

Vi

® Any
(O Binding

(O Ligand elution/\Mass spectrometry

O | Ex crystallﬂgraphﬂ = Find

| MHC Restriction @)

O Any

(® Class |

O class Il

(O Non-classical

O| Ex HLA-A®02:01
Resolution

Evidence

= Find |

| Any

Select multiple options

ak

2023 IEDB User Workshop

17



Results Page: Epitope Tab

Reset w

| Filter Options (3

Default

T Cell
B Cell

@ Any
(O Linear peptide
Length

Sequence

(O Discontinuous
(O Mon-peptidic

D 3D structure assays
Amino acid modification

MHC i .

( Epitope Source (2

Organism

| Influenza A virus (ID:11320] 1)
Antigen

| Ex: core, capsid, myosin |

Include related structure

| Select multiple options

y

Epitopes
(5224)

20354
4602

48237
61151
67436
60867
7136

59318
57751
4578

61497

27283
29690
70898

13263
56055
17119
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5224 Records Found
IEDB ID s Epitope

GILGFVFTL
ASNENMETM
PEYWVKQNTLELAT
SSLENFRAYV
TYQRTRALV
SRYWAIRTR
CTELKLSDY
SLLTEVETPIRNEWGCRCMNDSSD
SFERFEIFFKE
ASNENMDAM
SSYRRPVGI

ILRGSVAHK
IYSTWASSL
VSDGGPMLY

ELRSRYWVAI
RTFSFCILI

FMvSDFHFI

%
%
%

Yol
o)
i)
o)
)
i)
o)

)

B

D)
Y80
D)

Go To Records Starting Ai@
Page of 209 80

v

Y
V&
Ya
Ve
Y
Ve
Y
A
Ya
Ve
Ya
Ve
Y
Y&
Ya
Y&
Y

Antigen

Matrix protein 1
MNucleoprotein
Hemagglutinin
Polymerase acidic protein
Mucleoprotein
MNucleoprotein
Mucleoprotein

Matrix protein 2
Hemagglutinin
Mucleoprotein

RMA-directed RNA polymerase catalytic
subunit

MNucleoprotein
Hemagglutinin

RMA-directed RMNA polymerase catalytic
subunit

Nucleoprotein
MNuclear export protein

Polymerase acidic protein

Organism

Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus

Influenza A virus

Influenza A virus
Influenza A virus

Influenza A virus

Influenza A virus
Influenza A virus

Influgnza A virus

Receptors

(17332)

A d A8 A A8 AAA<

~'IEDB

L1 MR SEN % Organism: Influenza A virus (ID-11320) Bl % Include Positive Assays

E
# References

266
156
127

85

&

33
31
29

28

27

22
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Results Page: Epitope Table Headers

(el 8 SEl % Organism: Influenza A virus (1D:11320) ll % include Positive Assays |

2023 IEDB User Workshop

(5224) (1616)
Go To Records Starting At@ Export Results (&
5224 Records Found Page . of.E.G'EI B8 m . Per Page
IEDBID w Epitope v ﬂ.nﬁgen +w Organism v #References v # Assays vI
20354  GILGFVFTL Va3 Matrx protein 1 %] tcinenzs Avins Y| 268 | 700
4602 ASNENMETM ‘ﬂ-mr Hucleoprotein ) PR % 15 | 429
48237 PEYVEKQMTLKLAT “-E]ﬁ Hemagglutinin ﬁ.- Influenza A virus Tg... 127 - 424
61151 SSLENFRAYV W | Botimenze aci ol ¥ | S % o4 | 273
67436 TYQRTRALV Yol Nucleoprotein ' Y | Influenza A virus Y 35 | 182
60867 SRYWAIRTR Yl | Nucleoprotein % i % 45 | 101
7136 CTELKLSDY Yl Nucieoprotein Y | Influenza A virus  AET 63
59318 SLLTEVETPIRNEWGCRCNDSSD Yol Matrix protein 2 Y, | intuenza A virus Y% 34 136
57751 SFERFEIFPKE VBB Hemagglutinin ) [Free— Y% 33 | 115
4578 | ASNENMDAM %lB| Nucieoprotein 7 PEr— L ARY | 75
61497 SSYRRPVGI Yc-ﬁ': Rl‘tﬂ.-qirecled RMA polymerase catalytic Y | influenza A virus %29 | 69
Subune
27263 ILRGSVAHK 1@, Mucleoprotein 3 [P ‘ﬂ.-' 28 | 59
23630 | rvsTvaSSL T,.. Hemagglutinin T.,.-_ Influenza A virus AR _-95
70835 VSDGGPNLY Y Rrim_r{réded RNA polymerase catalyic  Yé | Influenza A virus % 2 | a0
suoun

19



Results Page: Epitope Details

EPITOPE SUMMARY

structure(s) 1HHI, 5JHD, 5ISZ, SEUC, 5TEZ, S5E6L, 10GA, 2VLL, 2VLEK, 2VLR, 4NT6 and 2VL1.

GILGFVFTL is a linear peptidic epitope {epitope ID 20354) studied as part of Matrix protein 1 from Influenza A virus. This epitope has been
studied for immune reactivity in 273 publication(s), tested in 620 T cell assays, 5 B cell assays, 118 MHC ligand assays and has 3D

2023 IEDB User Workshop

COMPILED DATA
MHC Ligand Assay(s) 118
MHC molecule Positive [ All
HLA-A™02:01 78/78
HLA-AZ 10/ 10
HLA-AT02:06 4(5
HLA-A™02:02 4/4
HLA-A™02:03 4/4
HLA-C*08:01 4/4
HLA-ATGE:02 1/3
HLA-E 0f2
HLA-E=01:03 1/1
SLA-3*02:02 1/1
HLA-A™01:01 0/1
HLA-A*D3:01 0/1
HLA-AT11:01 0/1
HLA-A*24.02 0/1
HLA-A3Z 0/1
HLA-DRA*01:01/DRE1*01:01 0/1

20



Results Page: Epitope Details

B Cell Assay(s) 5
Assay Type Positive [ All
gualitative binding 4/4
complement-dependent cytotoxicty 1/1
T Cell Assay(s) 620
Assay Type Positive [ All
IFMg release 1847191
qualitative binding 168/172
cytotoxicity g81/85
dissociation constant KD 28/36
proliferation 18/19
TNFa release 15/16
off rate 14/14
on rate 14/14
activation 10/10
3D structure 9/9
IL-2 release 7/8
CCL4/MIP-1b release 7(7
pathogen burden after challenge 6/7
degranulation 5/6
survival from pathogen challenge 5/6
perforin release 5/5
granzyme B release 4/4
TNF release 3/4
binding constant 1/1
CHCLY/MIG release 1/1
decreased disease 1/1
IL-12 release 1/1
T cell- APC binding 1/1
IL-10 release 0f1
IL-4 releass 0/1

2023 IEDB User Workshop



Results Pages: All Have Inline Filters

(=T8RSR X Organism: Influenza A virus (ID:11320) [l % Include Positive Assays |

ERiGHoE
(5224)

5224 Records Found

IEDBID + Epitope

20354 GILGFVFTL

4602 | ASNENMETM

48237 | PKYVKQNTLKLAT

61151 | SSLENFRAYV

67436 TYQRTRALY

60367 | srywarTR

7136 CTELKLSDY

59318 SLLTEVETPIRNEWGCRCNDSSD

57751 | srERFEIFRKE

4578 | ASHENMDAM

61497 | ssvREPVGI

27283 | ILRGSVAHK

29630 | rysTvassL

f0838 | vepaepnLy

2023 IEDB User Workshop
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Y%A
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el
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.80
0|
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el

Go To Records Starting Fﬂ@
Page ot 20001

Antigen

Matrix protein 1
Mucleoprotein
Hemagglutinin
Polymerase acidic protein
Nucienpmtein ”
Mucleoprotein
Nuclen.pmt&in
Matrix protein 2
Hemagglutinin
MNucleoprotein

RMA-directed BRMNA polymerase catalytic

subunit

Mucleoprotein
Hemagglutinin

RMA-directed RMNA polymerase catalybic
subunit

v Drgani'sm

SRR IR ™

| Influenza A virus
- Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus
Influenza & virus
Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus

Influenza A virus

Influenza A virus
Influenza A virus

Influenza A virus

v # References

=
%

%
s
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Results Pages: All Have Exports Options

Ll | 8 SRS % Organism: Influenza A virus (1D:11320)

X Include Posifive Assays

i Epitopes

(5224)
5224 Records Found
IEDBID v Epitope
20954 || GileEvErL
4602 | ASNENMETM
48237 | PKYVKQNTLKLAT
61151 | SELENFRAYV
67436 | TYoRTRALY
60867 | SRYWAIRTR
7136 | cTeuasoY
59318 | SLLTEVETPIRNEWGCRCNDSSD
57751 | SFERFEIFPKE
4578 | ASNENMDAM
61497 | ssvRRPVGI
27283 | ILRGSVAHK
20690 | rvsTvassL
70898 | VSDGGPNLY
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Results Page: Antigen Tab — Table Headers

—————— —

Current Filters: [ Organism- Influenza 4 virus

Epitopes Antigens Assays leceptors ‘Reference
17 (21854) (17332) (1616)

Go To Records Starting Al@ Export Results (@

17 Records Found Pageof‘l Per Page

Antigen ~ Organism w i Epitopes » #Assays » # References vI

Hemagglutinin i[ﬁ Influenza A virus ﬁ 2157 8518 726

Nucleoprotein ﬁ[ﬂ Influenza A virus 1- BE3 3107 | 523

Matrix protein 1 1[“ Influenza A virus ‘ﬂ 424 1838 . 391

Polymerase acidic protein Vel | mfuenza A virus ‘ﬁ-_- 243 932 | 155

RMNA-directed RMA polymerase catalytic subunit ‘i'-'»lli - Influenza A virus Ve 435 1434 143

Matrix protein 2 'ﬁ[ﬂ Influenza A virus rﬂ 128 &00 . 122

Neuraminidase ‘ﬁ-[ﬂ Influenza A virus Yo 321 1216 114

Polymerase basic protein 2 ‘ﬂ-[. - Influenza A virus Y% | 340 821 . 99

MNon-structural protein 1 ?i-[ﬂ Influenza A virus Y. 125 [ 372 - TE

MNuclear export protein i[‘ Influenza A virus “. 57 210 . 46

Two components:Hemagglutinin & Hemagglutinin 'ﬁ-[.: Influenza A virus Ve 52 11 44

Protein PB1-F2 . 'ﬁ-[ﬂ.; Influenza A virus AR 82 26

Two componenis:Neuraminidase & Meuraminidase tl-[- Influenza A virus ‘ri- 2 13 - 3

PB2-51 Vel | infiuenza A virus %ls 9 2

Protein PA-X ?t[ﬂ - Influenza A virus T4 1 2 1

Two components:Matrix protein 2 & Matrix protein 2 ?4.[‘ Influenza A virus b i 1 [ 4 . 1

Two components: Polymerase acidic protein & Polymerase basic profein 2 Tﬁ-[ﬂ Influenza A virus 1't-'- i 4 [ 1

17 Records Found Page of1 Per Page
Go To Records StartingAtﬁ]" Export Results (@
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Results Page: Assays Tab — Subtabs

L= MR BN % Organism: Influenza A virus (1ID-11320) |l % Include Positive Assays

pitopes Antigens Assays " Receptors = W = References = =
(21854) {17332) (1616)
T Cell Assays 4 E Cell Assays MHC Ligand Assays
@779 ] (8305 5770)
Go To Records Starting At[ A0 (@) Export Results (&
7779 Records Found Page of 312 B &1 Per Page
IEDBID v Reference + Epitope + Host o [Corfeen o GeereT i o s ¥ MHC v Assay A
Rglauﬁ Restriction Description
1737052 |5 Glhc'Shi Y V| Mus musculus Va| Administration invive | ALNNRFQIKGVELK | Epitope H2-d class Il Ya | 3H-thymidine
i gmmunel ALNNRFQIKGVELK | BALBIc with 5 proliferation
S ALNNRFQIKGWVELK hemagglutinin (511- Positive-High
hemagglutinin (511- S (Epitope) 525)
25 Influenza A virus
Influenza A virus
1583867 T‘” £ ":'*135'%': V| Mus musculus Ve Administration invive | HHPSTNQEQTSLYV | Epitope H2-d class Il Ya | 3H-thymidine
mmunol Lommun | pppeThNOEQTSLYV | BALBC with Influenza Avirus | QAS profiferation
984 QAS (AMX-31(H3IN2)) Hemagglutinin (183- Positive-High
Hemagglutinin (183- (Influenza A virus 198)
199) (AZKF1(HIM2)) Influenza & virus
Influenza A virus {Taxonomic Child)
1583872 |M £ Atassi; Mus musculus Y& | Adminisiration in vive | IEKTNEKFHQIEK Epitope H2-d class Il Ve | 3H-thymidine
%rg%ndunnl Commun | |[EKTNEKFHQIEK BALB/c with Influenza Avirus | hemagglufinin HAZ proliferation
hemagglutinin HAZ (AL-3T(HINZ)) (56-65) Positive-High
ESE-G&% (Influenza & virus Influenza & virus
nfluenza A virus (AZK3THINZ)))
(Taxonomic Child)
1583862  |M £ Atassi; V& Musmusculus e Administration invive | GTLVKTITDDQIEV Epitope H2-d class Il Y | 3H-thymidine
'”g%"d'i”m Commun | oT)VKTITDDQIEY | BALB/G with Influenza Avirus | Hemagglutinin proliferation
Hemagglutinin (A-31(H3NZ)) precursor (23-36) Positive-High
recursor (23-36) (Influenza & virus Influenza & virus
nfluenza A virus (AI1(H3INZ)))
(Taxonomic Child)
1809221 ﬁﬁ'mh'-q‘ ZdHaﬂma"i A Y& | Mus musculus HLA- W& | Administration in vive | PKYVKQNTLKLAT Epitope HLA-DRB1"01:01 ¥ | 3H_thymidine
23%0 & PEYVEQNTLELAT DR1Tg with Hermagglutinin (306- proliferation
Hemagglutinin (306- PEYVKQNTLKLAT 318) Positive-High
318 (Epitope) Influenza A virus
Influenza A virus (AMTexas/1/197T(H3
(ATexasMMM9TT(HI M2)) {Influenza A
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Results Page: Assays Tab — Table Headers

L) 88 18 % Organism: Influenza A virus (ID:11320) ll X Include Positive Assays

2023 IEDB User Workshop

Assays Receptors References
{5""4) { m (21854) {(17332) (1616)
T Cell Assays -,( B Cell Assays MHC Ligand Assays
{777g) (8305) (3770}
Go To Records Starting At @ Export Results (&
7779 Records Found Page| 1 of 312 m Per Page
. L . Antigen w
IEDBID +» Refe Epito Host I izatio MHC Assay ~
v rence w LCpitope » Ho s  |Immun n s Assay Antigen Eem Restriction Description
—
1737052 |5 Ghosh; Y Ve | Mus musculus Vo | Administration in vive | ALNNRFQIKGVELK | Egpilope H2-d class Il IH-thymidine
Int Jmmunel ALNNRFQIKGVELK | BALBic vith 5 proiferation
S ALNNRFQIKGWELK hemagglutinin (511- Paositive-High
hemagglutinin (511- S (Epitope) 525)
525 Influgnza A virus
Influgnza A virus
1583867 IM Z Atassi, A Mus musculus Administrationin vivo | HHPSTNOQEQTSLYV | Epitope H2-d class Il 3H-thymidine
mmunol Commu HHPSTNQEQTSLYV | BALBIc with Influenza Avirus | QAS proliferation
1984 QAS [AK-3T(HINZ]) Hemagglutinin {183- Positive-High
Hemagglutinin (183- (Influenza A virus 199)
199) (AKINHIN2)Y) Influenza A virus
Influenza A virus (Taxonomic Child)
1583872 |M Z Atassi; Mus musculus ¥ | Administration invive | IEKTNEKFHQIEK Epitope H2-d class Il IH-thymidine
Immunol Commun | |[EKTNEKFHQIEK BALBic with Influenza & virus | hemagglutinin HA2 proliferation
1984 hemagglutinin HA2 (ASX-31(H3N2)) (56-68) Paositive-High
ESE-E% (Influenza A virus Influenza A virus
nfluenza Avirus [ATXIHINZ)))
(Taxomomic Child)
1583862 | M Z Atassi, Mus musculus Y& | Administration invivo | GTLVKTITDDQIEV Epitope H2-d class Il 3H-thymidine
%rggh””ﬂ' Commun | T VKTITDDQIEY | BALBG with Influenza Avirus | Hemagglutinin proliferation
Hemagglutinin (A-31(H3N2Y) precursor (23-36) Paositive-High
recursor (23-36) (Influenza A virus Influenza A virus
nfluenza A virus [AZK3THINZ)))
(Taxonomic Child)
1609221 ﬁﬂmhl,f %Haﬂman A Va | Mus musculus HLA- Va | Administration in vive | PKYVKGNTLKLAT Epitope HLA-DRE101:01 W | 3H-thymidine
at PEYVEQNTLELAT DR1Tg with Hemagglutinin (306- proliferation
2010 Hemagglutinin (306- PKYVKQNTLKLAT 318) Positive-High
38 (Epifope) Influenza A virus
Influenza A virus (AMTexas//1977(H3
(ATexas/1/197TIH3 M2 (Influenza A
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Results Page: Assays Tab — Assay Details

LET1 -1 88 IS8 % Organism: Influenza A virus (ID:11320) ll ® Include Positive Assays

Assays
{5“4) { r.r) (21854) (17332) (1616)
T Cell Assays -\ B Cell Assays MHC. Ligand Assays
{T779) ) (B305) (5770}
Go To Records Starting At @ Export Results (&
7779 Records Found Page of 312 & Per Page
IEDBID + Reference v Epitope Host Immunization Assay Antigen ‘E"ft'uge" ¥ MHC Assay N
v v v = v Relail':)en Restriction Description
]
1737052 ‘ S Ghosh; Ya Ve | Mus musculus V& | Administration in vive | ALNNRFQIKGVELK | Epitope H2-d class Il IH-thymidine
| Int Immunol ALNNRFQIKGVELK | BALBIc with 5 proliferation
1999 g ALNNRFQIKGVELK | hemagglutinin (511- Positive-High
hemagglutinin (511- 5 (Epitope) 525)
525) Influenza A virus
Influenza A virus
1583867  |M Z Atassi; Y Va | Mus musculus Va | Administration invive | HHPSTNQEQTSLYV | Epitope H2-d class Il 3H-thymidine
Immunol Commun | \upeTNQEQTSLYV | BALBIC with Influenza Avirus | QAS proliferation
1984 QAS (AX-31{H3N2)) Hemagglutinin (133- Positive-High
Hemagglutinin (183- (Influenza A virus 199)
199) [AX31(H3N2))) Influenza A virus
Influenza A virus {Taxonomic Child)
1583872 |M Z Alassi, Mus musculus Y& | Administration invivo | IEKTNEKFHQIEK Epitope H2-d class Il 3H-thymidine
Immunol Commun | |EKTNEKFHQIEK | BALBic with Influsnza Avirus | hemagglufinin HA2 profiferation
hemagglutinin HA2 [AX-31{HINZ)) (56-58) Positive-High
55-68[3 (Influenza A virus Influenza A virus
nfluenza A virus [AZX3THINZ)D
(Taxonomic Child)
1583862  |M Z Atassi; h A Ve Musmusculus ¥ | Administrafioninvive | GTLVKTITDDQIEV | Epitope H2-d class Il 3H-hymidine
Immunol Commun | o1 vKTITDDQIEY | BALBic with Influsnza Avirus | Hemagglutinin proliferation
984 Hemagglutinin (AIX-31(H3NZ]) precursor (23-36) Positive-High
recursor (23-36) (Influenza A virus Influenza A virus
nfluenza Avirus [AXIUHIN2)D
(Taxonomic Child)
1609221 |lsamu Z Hartman; ¥, Va | Mus musculus HLA- Va | Administration in vive | PKYVKQNTLILAT Epitope HLA-DREB101:01 W | 3H-thymidine
Nat Med PEYVEKQONTLELAT DR1Tg with Hemagglutinin {306- proliferation
2010 Hemagglutinin (306- PKYVKQNTLKLAT 313) Positive-High
318 (Epitope) Influgnza A virus
Influenza A virus (ATexas/1/187T(H3
{ATexasMMSTTIHI M2y {(Influenza A
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Results Page: Assays Tab — Assay Details

Reference

[Reference
Reference TFPE Literature |EDE§_HEfEFE:n ce: 1017061
Anfigenic and immunogenic properties of totally synthetic peptide-based anti
Title o .
-fertility vaccines.
Authors S Ghosh; D C Jackson
Co-Operative Research Centre for Vaccne Technology, Department of Microbi
Affiliations ology and Immunology, University of Melbourne, Parkville 3052, Victoria, Aus
tralia.
Journal Int Immunol PMID: 10383943 &
Year 1999
In this study we describe the results of experiments in which a variety of tot
ally synthetic luteinizing hormone releasing hormone (LHRH) vaccines were a
ssembled and examined for their abilities to elicit antibody responses and ind
uce sterility in mice. It is shown that totally synthetic vacdnes consisting of a
Abstract 15 residue-defined T cell epitope and the 10 residue LHRH epitope not only i
nduced high titers of antibody but also induced sterility. This effect did not a
ppear to correlate with antibody titer, antibody isotype or comparative antibo
dy affinity, but may be related to the length of time for which antibodies are
present to exert their influence.
Curation Last Updated 2023-08-18 20:47:10
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Results Page: Assays Tab — Assay Details

Epitope

|E|]itupe
Epitope ID 2790 |IECE_epitope:2750
Chemical Type Linear pepiide

Linear Sequence

ALNNRFQIKGVELKS

Source Molecule Name

hemagglutinin

GenPept:AAA87553.1 &

Source Organism

Influenza & virus

NCBITaxon: 11320 (&

Starting Position

311

Ending Position

5325

|[Epitope Reference Details

Epitope Structure Defines

Epitope containing region/antigenic site

Epitope Name

T4

Location of Data in Reference

Materials and Methods

2023 IEDB User Workshop

30



Results Page: Assays Tab — Assay Details

In Vivo Immunization

Immunization

Host Organism

Mus musculus BALB/c

ONTIE:0000001 &

Host Details

Sex

1st In Vivo Process

In Vivo Process Type

Administration in vivo

OBI:0600007 &

Administration Details

Adjuvants

Freund's complete;

Route

subcutaneous

Dose Schedule

1 doses of 20 nmal.

1st Immunogen

Epitope Relation

Epitope

Chemical Type

Linear peptide

Linear Sequence

AL NNRFQIKGVELKS

Source Molecule Name

hemagglutinin

GenPept:AAA87553.1 &

Source Organism

Influgnza A virus

NCEITaxon: 113203

Starting Position

511

Ending Position

525

Immunization Comments

Immunization Comments

T cells were enriched from popliteal and inguinal lymph nodes.

2023 IEDB User Workshop
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Results Page: Assays Tab — Assay Details

T Cell Assay
Qualitative Measurement Positive-High
Method [ Technique 3H-thymidine OBl:1110180 &

Measurement of

proliferation

[Effector Cells
Effector Cell Tissue Type Lymph Mode UBERON:0000029 &
Effector Cell Type T cell cL:0000084 &
Effector Cell Culture Conditions Direct Ex Vivo

Antigen Presenting Cells

Cell Tissue Type Lymph Mode UBERON:0000029 &

Cell Type

Lymph node cells

OBI:1110041 &

Cell Culture Conditions

Direct BEx Vivo

2023 IEDB User Workshop
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Results Page: Assays Tab — Assay Details

[MHC Allele

MHC Allele Name

H2-d class II

MRO:0001774 &

MHC Evidence Code

Cited reference

Antigen

Epitope Relation Epitope

Chemical Type Linear peptide
Linear Sequence ALNMNRFQIKGWVELKS

Source Molecule Name

hemagglutinin

GenPept:AAAS7SS53.1 O

Source Organism

Influenza A virus

NCBITaxon:11320 &

Starting Position 511
Ending Position 525
Assay Reference Details

Location of Assay Data in Reference Figure 2
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Results Page: Receptors Tab — Subtabs & Groups

LT ) BB % Organism: Influenza A virus {ID-11320)

X Include Pozitive Assays

T Cell Receptors
(17101}

(3224)

E Cell Receplors

| {231}

(21854)

Receptors

(17332)

(1616)

|
Export Results (9!

Go To Records Starting At @
17101 Records Found F‘gue [ 1 ]of6as m [25  w | Per Page
Species v Type Chain 1 CDR3 « Chain 2 CDR3 Jw_l
Homo sapiens (human) ap AGAGSQGMLI ASSSRSSYEQY
820 Va | Homo sapiens (human) o AGAGSQGNLI ASSIRSSYEQY
1239 Y| Mus musculus C57BLG aE VLGDRQGGERALI ASSSATGGHAEQF
1250 Y% | mus musculus C57BLS aE ILSGGSHYKLT ASSFGREQY
1410 Y| Mus musculus B10.02 ap ASNSGGSMAKLT ASGETGTNERL
1513 Y4 Homo sapiens (human) aB AGAIGSSNTGKLI ASSIRSSYEQY
1514 V& Homo sapiens (human) ap AGPGGESSMTGELI ASSLIYPGELF
1515 T | Homo sapiens (human) o AAQGSCGHNL ASSIRSSYEQY
1316 ¥4 | Homo sapiens (human) aE AAQGSOGHLI ASSIGVYGYT
1517 Wa | Homo sapiens (human) o AAQGSQAGHNL ASSIRAAETOY
1518 4| Homo sapiens (human) aB AAQGSQGHLI ASSTFGANVLT
1519 Y& Homo sapiens (human) ap AVGGSOGHLI ASSIRSSYEQY
1520 T | Homo sapiens (human) o AASFIQGAQKLY ASSLLGGWSEAF
1324 Y4 Homo sapiens (human) aE AVTGGGSQGHLI ASSIRSSYEQY
15325 ¥4 | Homo sapiens (human) ap AVQGSQGHNLI ASSIRAAETQY
1526 ¥ | Home sapiens (human) ap AGAFGSSNTGKLI ASSIRSAYEQY
1527 V& Homo sapiens (human) ap AGAGGGSQGHLI ASSIRSSTEAF
1528 T | Homo sapiens (human) o AGAGGGSQGNLI ASSRRSSDECY
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Results Page: Receptors Tab — Receptor Group

T cell receptor (receptor group ID 819)

Alpha beta TCR with alpha chain CDR3 of AGAGSQGNLI and beta chain CDR3 of ASSSRSSYEQY was reported in Homo sapiens (human). This TCR has accessions for alpha
chain 5HHM_D @, 10GA_ D@, 2v1)_D® and beta chain SHHM_E &, 10Ga_E®, 2v1.)_E @ and was shown in 3D Structures SHHM, 10GA, 2VLR, 2VLJ and 2VLK.

¥ Domain: LLEQSPOFLIIQEGENLIVYCHI3ISVEIS

¥V Domain: GEITQSPEYLIREEGOMVILICEQNWLMHD

F-

alpha beta )

Gene usage CDR sequences Gene usage CDR sequences S el ¥s)
VITRAVZ7*01 CDR1:5VFSS ViTREV19™01 CDR1:LNHDA GILGRVFTL (1), GILERVFTL (1), GILGLVFTL {2), GIWGFVFTL (1)
D: CDRZMWTGGEY D: CDR2:SQIVND
1:TRAJ42*01 CDR3:AGAGSQGNLI J:TRBIZ-7*01 CDR3:ASSSRSSYEQY
¥V Domain: LEQSPOFLSTQEGENLIVYCHSS3VEIIL V Domain: GITOSPEYLFREEGONVTLITEQWLEMEDA
Qoo H...

V:TRAVZ7*01 CDR1:5VFSS V:TREV19™01 CDR1:LNHDA GILGFVFTL (5)
D: CDR2:\WTGGEY D: CDR2:SQIVND
1:TRAI42¥01 CDR3:AGAGSQGNLI 1:TRB12-7*01 CDR3:ASSSRSSYEQY

ViTRAVZT CDR1: V:TREV19 CDR1: GILGFVFTL (1)
D: CDRZ: D CDR2Z:
1 TRAI42 COR3:AGAGSQGNLI 1. TRBIZ-7 CDR3:ASSSRSSYEQY
W Domaimn: WV Domain:
Epitope summary

1 assay).

This TCR was studied for the following epitopes GILGFVFTL studied as part of Matrix protein 1 from Influenza A virus {epitope ID 20354, 4 publications, 7 assays),
GILEFVFTL studied as part of Matrix protein 1 from Influenza A virus (epitope ID 538549, 1 publication, 1 assay), GILGLYFTL studied as part of Mafrix protein 1 from
Influenza A virus (epitope ID 538552, 1 publication, 2 assays) and GIWGFVFTL studied as part of Matrix protein 1 from Influenza A virus (epitope ID 538554, 1 publication,
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Results Page: References Tab — Table Headers

(e 1= 8 S B8 % Organism: Influsnza A virus (ID:11320) [l X Include Posilive Assays

1616 Records Found

(21854)

(17332)

Go To Records Starting At@

Page| 1 of 65 m

IEDEID s PMID v

Author v

Title » Journal

104292?' Y |3?2302ch @

| T 3?585?6

1042874 Y| 37491224 (@
1042307 4| avora450 @

1042647 V| 37344603 @

Julien Schmidt; Jehanna Chiffelle; Marta A 5
Perez; Morgane Magnin; Sara Bobisse; Marion
Amaud; Raphael Genolet; Julien Cesbron; David
Barras; Blanca Mavarmro Rodrigo; Fabrizio
Benedetii; Alexandra Michel, Lise Queiroz; Petra
Eaumngaertner; Philippe Guillaume; Michael
Hebeizen; Clivier Michielin: Tu Nguyen-Ngoc;
Florian Huber; Melita Irving; Stéphanie Tizsot-
Renaud; Brian J Stevenson; Sylvie Rusakiewicz;
Denarda Dangaj Laniti; Michal Baszani-Stemberg;
Hathalie Rufer, David Gfeller, Lana E Kandalaft;
Daniel E Speiser; Vincent Zoete; George Coukos;
Alexandre Harari

Sir Amanda Tvingsholm; Marcus Svenszson Frej,
Vibeke Mindahl Rafa; Ulla Kring Hansen; Maria
Ommhej; Alexander Tyron; Agnete W P Jenzen;
Mohammad Kadivar; Amalie Kai Bentzen; Kamilla
K Munk; Gitte M Aasbjerg; Jeppe S H Temander;
Christina Heeke; Tripti Tamhane; Christian
Schmess; Samuel A Funt; Julie Westerlin
Kjeldzen; Anders Handrup Kvemeland; Ozcan
Met; Arianna Draghi; Seren Nyboe Jakobsen;
Marco Donia; Inge Marie Svane; Sine Reker
Hadrup

Ujpwal Kumar; Priva Goyal; Zaid K Madni; Kajal
Kamble; Vineet Gaur; Maitreyi S Rajala; Dinakar
M Salunke

Jing-Y¥ing Sun; Chun-van Guo; Guo-Rong YWang;
Li-Ting ¥an; Qing Feng; Yan Li; Xue-Ping Hua; Xin
Xie; Jum Hu; Li-Jun Sun

Wen Tzuen Heng; Hui Xuan Lim; Kuan Onn Tan;
Chit Laa Peh

2023 IEDB User Workshop

Mecantigen-specific CDS T cellz with high Mat Commun
structural avidity preferentially reside in and

eliminate tumors.

TCR-engaging scaffolds seleclively expand J Immunother Cancer
antigen-specific T-cells with a favorable phencotype

for adoptive cell therapy.

A structure and knowledge-based combinatorial J Biomed Sci
approach to engineering universal =cFv antibodies

against influenza M2 protein.

Identification of Heferophilic Epitopes of H1M1 Curr Microbiol
Influenza Virus Hemagglutinin.

Validation of Multi-epitope Peplides Encapsulated Pharm Res

in PLGA Nanoparticles Against Influenza A Virus.

References
(1618}

Export Results (&
25~ | Per Page
s Date vl

2023

2023

2023

2023
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User Queries: How to see the differences between
B and T cell responses for any pathogen?
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Results Page: Assays Tab — Subtabs

L) I E W % Organism: Influenza A virus (ID:11320) ll ® Include Positive Assays

pitopes Assays Receptors References
(5224) (21854) (17332) (1616)
T Cell Assays '-.E E Cell Assays MHC Ligand Assays
{7778) (8305) (3770} \_
Go To Records Starting At@ Export Results (@
7779 Records Found Page of 312 0 Per Page
. L. . Antigen ¥ MHC
5 + Assay -
IEDB ID + Reference + Epitope » Host + |mmunization + Assay Antigen Eg:;m Resiricti e
1737052 |5 Ghosh; Y Ve | Musmuscuius Ve Administration invive | ALNNRFQIKGVELK | Epitope H2-d class Il Ve | 3H-thymidine
Int Immunol ALNNRFQIKGVELK | BALB/c with s proliferation
1999 5 ALMMRFQIKGVELK hemagglutinin (511- Positive-High
hemagglutinin (511- S (Epitope) 525)
R25 Influenza A virus
Influenza A virus
1583867  |M Z Atassi Y Y| Musmusculus  Va | Administration invive | HHPSTNQEQTSLYV | Epitope H2-d class Il Ve 3H-thymidine
Immunol Commun | e TNQEQTSLYV | BALBIC wilh Influenza A vius | QAS profiferation
984 QAS (AX-31(H3NZ)) Hemagglutinin (183- Positive-High
Hemagglutinin (183- (Influenza A virus 199)
199) [AXIHIN2)) Influenza A virus
Influenza A virus (Taxonmomic Child)
1583672 |M Z Atassi; Mus musculis Y| Administration invive | IEKTNEKFHQIEK Epitope H2-d class Il V| 3H-thymidine
Immunol Commun | \EKTNEKFHQIEK | BALBc with Influsnza Avirus | hemagglutinin HAZ proliferation
1984 hemagglutinin HA2 (AX-31(H3NZ)) (56-68) Positive-High
55.53[3 (Influenza A virus Influenza A virus
nfluenza Avirus [AXITHINZ)))
(Taxonomic Child)
1583862 M Z Atassi, V& | Mus musculus V& | Administration invive | GTLVKTITDDQIEV Epitope H2-d class Il W& | 3H-thymidine
Immunol Commun | T yKTITDDQIEV | BALB/G with Influenza Avirus | Hemagglutinin proliferation
984 Hemagglutinin (AX-31(H3NZ)) precursor (23-36) Positive-High
recursor (23-36) (Influenza A virus Influenza A virus
nfluenza Avirus (AXIT(HINZ)
(Taxonomic Child)
1609221 |lsamu Z Hartman; ¥, 4 | Mus musculus HLA- Wa | Administration in vive | PKYVKQNTLKLAT Epitope HLA-DRB1*01:01 ¥ | 3H-thymidine
Mat Med PKYVKQNTLKLAT | DR1Tg with Hemagglutinin (305- profiferation
2010 Hemagglutinin (306- PEYVKQNTLKLAT 318) Positive-High
38 (Epitope) Influenza & virus
Influenza A virus (ATexas/1M197T(H3
(A TexasMM9TTIHI M2)) {Influenza A
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Results Page: Additional Filters

Differences Between B and T Cell Responses

Ty [Py Ty

- 18406

[ ] Paired chains only ~ FrGHETE

41602 MGLIYNRM
Chain 54593 RLIQNSLTI
Sequence 16681 FLKDVMESM

; 5224 Records Found

Assay (3 I /fg;
Outcome: [ Positive [] Negative ’;’/
[v] T Cell | Ex IL-2 release | Fina |
[l B Cell | Ex: ELISA || Find |
[#] MHC Ligand | Ex: purified MHC binding |[® Find |

?q.ﬁﬁ

yAo0)

Ve

Matrix protein 1

V& | Influenza A virus
V& | Influenza A virus

V& | Influenza & virus

RMA&-directed RNA polymerase catalytic subunit V& | Influenza A virus

page[ _1_Jor200 1ED
Go To Records Starting At@

' MHC Restriction (3

® Any
(O Class |

[ I ol P |
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Assay Type Filters
Differences Between B and T Cell Responses

T cell assays only =T cell epitopes (2,268 epitopes)

®¥ Organism: Influenza A virus (ID:11320) B X Include Positive Assays Bl X Mo B cell assays i X Ho MHC assays

2023 IEDB User Workshop

Epitopes Antigens Assays eceptors References
(2268) : 0 906
Go To Records Starting At @ Export Results (&
2268 Records Found F‘age of 91 B &l Per Page
IEDB ID » Epitope ~ Antigen » Organism w # References « #Assays w
20354 GILGFVFTL Vel Matrix protein 1 Y | Influenza A virus V| 211 533
4602 ASNENMETM Ve8| Nucleoprotein Y| Influenza A virus ! 132 304
61151 SSLENFRAYV V& | Polymerase acidic protein Ve | Influenza & virus b AR 252
67436 TYQRTRALV Vel Nuckeoprotein Y | Influenza A virus b AR 160
45237 PKYVKQNTLKLAT Y280 Hemagalutinin e | Influenza A virus h AR 154
57751 SFERFEIFPKE Y28 Hemagglutinin V& | Influenza A virus %l 33 107
60367 SRYWAIRTR Ve8| Hucleoprotein ¥ | Influenza A virus h AR 67
4578 ASNENMDAM Va8 Hucleoprotein V& | Influenza A virus % s 66
7136 CTELKLSDY Ve8| Nucleoprotein V& | Influenza A virus Y 28 a5
27283 ILRGSVAHK Va8 Nucleoprotein Y | Influenza A virus Y% o7 54
23630 YSTVASSL V& | Hemagglutinin Ve | Influenza & virus ) AR 36
61497 SSYRRPVGI Yell) RNA-directed RMA polymerase catalytic ¥ | Influenza A virus b AP &0
subunit
56055 RTFSFCLI ?1-@ Muclear expord protein Y& | Influenza & virus Yol 23 41
13263 ELRSRYWAI VB Nucleoprotein Y | Influenza A virus Y% 20 37
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Assay Type Filters
Differences Between B and T Cell Responses

B cell assays only = B cell epitopes (1,356 epitopes)

K Mo Tcell azsays

¥ Mo MHC assays

1356 Records Found
IEDBID » Epitope v
59318 SLLTEVETPIRNEWGCRCNDSSD  Ya@l
119645 SLLTEVETPTRNEWECRCSDSSD  YeRD
42556 MSLLTEVETPIRNEWGCRCNDSSD Vel
75441 YPYDVPDYA b A
97505 MSLLTEVETPTRNEWECRCSDSSD Y48
133698 SLLTEVETPIRNEWG Y80
164106 A H45, 546, 5306, T333; B: V362,  Ya
D363, G364, W365...
36931 LKLAT ﬁﬁﬁ
46443 NVPEKQT A3
72805 WLTEKEGSYP b A
136883 SLLTEVETPIRNEWGCRCNGSSD Va8l
2224243 | p H4a4, Q46 D47, 148, 5304, M305, Ve
P306; B: V364, .

2023 IEDB User Workshop

Go To Records Starting At @
Page of 55 B &1

Antigen v
Mafkrix profein 2 Ya
Matrix protein 2 Ve
Matrix profein 2 V2
Hemagglutinin Va
M atrix profein 2 Ve
Matrix protein 2 b
Two components:Hemagglutinin & Ve
Hemagglutinin

Hemagglufinin Ve
Hemagglutinin Ya
Hemagglufinin Ve
Matrix profein 2 Ya
Two components:Hemagglutinin & i

Hemagglutinin

Organism

Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus

Influenza A virus

Influenza A virus
Influenza A virus
Influenza A virus
Influenza A virus

Influenza A virus

Va

Ve

Export Results @

Per Page

# References « # Assays w

32 111
1 31

9 43
9 17
i 17
G 30
G 74
3 13
3 13
3 9

= 14
3 103
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User Queries: How to see the differences between

B and T cell responses?
Immunome Browser i

Antigens
(13)
Go To Records Starting At| 1200 |(ga) Export Results
18 Records Found Dc3~| 1 |of 1 EE: "\:'i Per Page
Antigen v Organism w # Epitopes w # Assays w # Refarences w
i "

Spike glycoprotein ?E:: Click icon to view Immunome Erowser (X

5 Influenza A inin <t Ho 1 Accm
Nucleoprotein Vel E i Host:H ’“':'—‘-ap"‘—"“i“ ssay. B cell assays |
Membrane protein Vel §| Response Frequency @
Replicase polyprotein fab Vel B Lowerbound Upparbound
ORF3a protein elill| E
Envelope small membrane protein Yl 1.0 .—A A—.h—..n-m
ORFS protein Vo il
® : + Ul 0.5
ORF7a protein ?+!J]1I .

| L0
Two components:Spike glycoprotein & Spike ?+5Jl|;| - 1 B i T bl bl - s
glycoprotein
ORFG protein Vallly §| The Immunome Browser maps epitopes retrieved from a query onto their source protein to

= visualize how often different regions in a protein have been tested and how often they were
ORF10 protein ?-Hjilil | positive.
ORF9b protein Volll| §f Learn More
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User Queries: How to see the differences between B
and T cell responses?

Influenza A virus - Hemagglutinin (UniProt:P03452)

B ce " Current FIRers: |organism: Influenza A virus (10:11320) I[Nu T cell assays | |MNo MHC assays I
E (00 __——‘M‘— PR - I —
w
:: | I' |I|J|II|I
E 50 f“'l.."., w W ﬁ'l\llxl 'Jllll! ( '\] -
~ | A 'u/' M \
) l-' "..-LJ'"“ ||I,\|If' ".JI I“"\MJ i | r \ P .HI 'ul,l'.'»
a uvw“ ' ! Ve w
"E_ 0 —’W“N—‘:‘-ﬁ\ T T _—._'w_r - Wr’:‘—\:.—_-fm&":' Sm— ! nﬂ:‘ﬂ -\-1_._ e |
w 1 42 82 124 1&5 206 247 282 225 370 411 452 4532 524 375

Position in Reference Antigen {Hemagglutinin)

Influenza A virus - Hemagglutinin (UniProt:P02452)

) I
T ce" Current FIers: |organism: Influenza A virus (1D-11320) I [Mo B cell assays | [No MHC assays I

-

£ ——#——‘-—‘—-—L——*‘-

3 200 =

o |"L‘| |'""J||

z ' |

E 100 M

= |

o W&WW%}\Q%J_ R -~

£ L= e T -
o T T
w 124 165 208 247 288 325 370 411 452 453 524 575

Position in Reference Antigen (Hemagglutinin)
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User Queries: How to see the differences between
CD4 and CD8 T cell responses?

Influenza A virus - Hemagglutinin (UniProt:P02452)

CDA T cell

Current FIRErS: [organism: Influenza A virus (ID:11320) | [Mo B cell assays | [Mo MHC assays I[MHC Restriction Type: Class Il

| ‘L—L‘*—A—‘ ——
200

e
£
S
=]
0
=
& 100
=L
g W——C_"I_{\:}":‘—r&m—*ﬁ'ﬂm—h
] :
'E_ [ T T T T T T T T T T T T T - T
w 1 42 B3 124 1E5 206 247 288 325 370 411 452 453 534 375
Position in Reference Antigen (Hemagglutinin)
CD 8 T Ce" Influenza A virus - Hemagglutinin (UniProt:P03452)

: ) ) 1
Current FIRErS: [organism: Influenza A virus (1D:11320) | [Mo B cell assays | [No MHC aszays ll"."IHCL Resfriction Type: Class II

100 =—— p—— —, o, il e — — B _J p—

50
— S p—
a @ﬂ%ﬁ% s =" 7 - ; : - . i )
329 370 411 452 453 534 575

1 42 83 124 165 2045 247 233

Epitope Assay Count

Position in Reference Antigen (Hemagglutinin)
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Exports — Epitope Source Antigen

Reference proteome source protein of
epitope, groups all same proteins, not
100% identical

Source protein isoform of epitope,
author specified, 100% identical

Epitope Epitope Epitope Epitope

Antigen Name Antigen IRI Parent Protein Parent Protein IRI

polyprotein http://www.ncbi.nlm.nih.gov/protein/ABR25251.1 sp|P27958| POLG_HCVH Genome polyprotein http://www.uniprot.org/uniprot/P27958
OS=Hepatitis C virus genotype 1a (isolate H)

polyprotein http://www.ncbi.nlm.nih.gov/protein/ABR25251.1 sp|P27958| POLG_HCVH Genome polyprotein http://www.uniprot.org/uniprot/P27958
OS=Hepatitis C virus genotype 1a (isolate H)

NP http://www.ncbi.nIm.nih.gov/protein/Q91UL1 sp|P03466|NCAP_I34A1 Nucleoprotein OS=Influenza http://www.uniprot.org/uniprot/P03466
A virus (strain A/Puerto Rico/8/1934 HIN1)

60S ribosomal protein L28 http://www.ncbi.nlm.nih.gov/protein/NP_000982.2 sp|P46779|RL28_HUMAN 60S ribosomal protein L28  http://www.uniprot.org/uniprot/P46779

isoform 2 0OS=Homo sapiens OX=9606 GN=RPL28 PE=1 SV=3

polyprotein http://www.ncbi.nlm.nih.gov/protein/ABY67667.1 sp|P27958| POLG_HCVH Genome polyprotein http://www.uniprot.org/uniprot/P27958
OS=Hepatitis C virus genotype 1a (isolate H)

60S ribosomal protein L8 http://www.ncbi.nlm.nih.gov/protein/NP_000964.1 sp|P62917|RL8_HUMAN 60S ribosomal protein L8 http://www.uniprot.org/uniprot/P62917
0S=Homo sapiens OX=9606 GN=RPL8 PE=1 SV=2

K1 glycoprotein http://www.ncbi.nlm.nih.gov/protein/AAT44989.1 sp|Q2HRD5|K1_HHVS8P Protein K1 OS=Human http://www.uniprot.org/uniprot/Q2HRD5
herpesvirus 8 type P (isolate GK18) OX=868565

K1 glycoprotein [Human http://www.ncbi.nIm.nih.gov/protein/AAT44977.1 sp|Q2HRD5|K1_HHVS8P Protein K1 OS=Human http://www.uniprot.org/uniprot/Q2HRD5

herpesvirus 8] herpesvirus 8 type P (isolate GK18) OX=868565

alpha-actin http://www.ncbi.nlm.nih.gov/protein/AAA51577.1 sp|P62736| ACTA_HUMAN Actin, aortic smooth http://www.uniprot.org/uniprot/P62736
muscle OS=Homo sapiens OX=9606 GN=ACTA2 PE=1

cytochrome c oxidase | https://ontology.iedb.org/ontology/ONTIE_0002983 sp|P00395|COX1_HUMAN Cytochrome c oxidase http://www.uniprot.org/uniprot/P00395
subunit 1 0S=Homo sapiens 0X=9606 GN=MT-CO1

gag protein http://www.ncbi.nlm.nih.gov/protein/AAX81417.1 sp|P03349|GAG_HV1A2 Gag polyprotein OS=Human http://www.uniprot.org/uniprot/P03349

immunodeficiency virus type 1 group Msubtype B
(isolate ARV2/SF2) OX=11685 GN=gag PE=1SV=3
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User Queries: How can we assess the protective

capability of the epitopes of the database?

= Browse by Tree (Click to Select)
= = immune epitope assay
H B T cellassay
[+ - 3D structure
[+ - binding constant

[ B B cell assay

biological activity o
R 3D structure

qualitative binding
H B B cell assay +H binding constant

[+ - 3D structure = = biOIDgH:E” aCtiUity
binding constant
# B viological activity

1]

b
gualitative binding ] - in vivo

b

]

# Bl MHC ligand assay neutralization

52

antibody activity inhibition

antigen activation

| = in vivo
L] - decreased disease
B - disease exacerbation
# Bl skin test
B - adoptive transfer
H B challenge
|j pathogen burden
L] - challenge after adoptive transfer
|j survival
|j tumor burden
|j protection from fertility
D tolerance

[ 8

secondary in vitro activity

# B quaitative binding
[+ . WHC ligand assay

2023 IEDB User Workshop

' neutralization
~ = secondary in vitro activity
agglutination
ADCC
chcC
histamine release

opsonization

[J [ [J IS
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Exports — Epitope Source Organism

Source organism of epitope,
author specified

Reference proteome species of epitope,
groups all same

Epitope
Organism Name

Epitope
Organism IRI

Epitope
Parent Organism

Epitope
Parent Organism IRI

Hepacivirus C

Hepacivirus C

Influenza A virus (A/X-31(H3N2))
Homo sapiens

Hepacivirus C

Homo sapiens

Human gammaherpesvirus 8
Human gammaherpesvirus 8
Homo sapiens

Homo sapiens

Human immunodeficiency virus
1

2023 IEDB User Workshop

http://purl.obolibrary.org/obo/NCBITaxon_11103
http://purl.obolibrary.org/obo/NCBITaxon_11103
http://purl.obolibrary.org/obo/NCBITaxon_132504
http://purl.obolibrary.org/obo/NCBITaxon_9606
http://purl.obolibrary.org/obo/NCBITaxon_11103
http://purl.obolibrary.org/obo/NCBITaxon_9606
http://purl.obolibrary.org/obo/NCBITaxon_37296
http://purl.obolibrary.org/obo/NCBITaxon_37296
http://purl.obolibrary.org/obo/NCBITaxon_9606
http://purl.obolibrary.org/obo/NCBITaxon_9606

http://purl.obolibrary.org/obo/NCBITaxon_11676

Hepacivirus C

Hepacivirus C

Influenza A virus

Homo sapiens

Hepacivirus C

Homo sapiens

Human gammaherpesvirus 8

Human gammaherpesvirus 8

Homo sapiens

Homo sapiens

Human immunodeficiency
virus 1

http://purl.obolibrary.org/obo/NCBITaxon_11103
http://purl.obolibrary.org/obo/NCBITaxon_11103
http://purl.obolibrary.org/obo/NCBITaxon_11320
http://purl.obolibrary.org/obo/NCBITaxon_9606
http://purl.obolibrary.org/obo/NCBITaxon_11103
http://purl.obolibrary.org/obo/NCBITaxon_9606
http://purl.obolibrary.org/obo/NCBITaxon_37296
http://purl.obolibrary.org/obo/NCBITaxon_37296
http://purl.obolibrary.org/obo/NCBITaxon_9606
http://purl.obolibrary.org/obo/NCBITaxon_9606

http://purl.obolibrary.org/obo/NCBITaxon_11676
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Exports — Assay Types

Top Header row = Field Group (Reference, Epitope, etc.)
2"d Header Row = Field (terms may repeat)

Assay

Location of assay data in
the manuscript

Fig. 4A
Figure 4
Figure 4
Figures 2 and 5, table IlI
Figures 2 and 5, table IlI

Figure 4 and table Il
Figure 4 and table Il
Figure 4

Figure 4

Figures 2and 4
Figure 2

Figure 2

Figure 2

Figure 2

Separate method and assay
group columns allow sorting

Assay
Method/Technique

lysate MHC/direct/radioactivity

cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
purified MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence

Figure 7 and Tables 1, 2, at cellular MHC/direct/fluorescence
Figure 7 and Tables 1, 2, at cellular MHC/direct/fluorescence
Figure 7 and Tables 1, 2, at cellular MHC/direct/fluorescence
Figure 7 and Tables 1, 2, 3, cellular MHC/direct/fluorescence
Figure 7 and Tables 1, 2, 3, cellular MHC/direct/fluorescence
Figure 7 and Tables 1, 2, at cellular MHC/direct/fluorescence

Table 2

cellular MHC/direct/fluorescence

2023 IEDB User Workshop

Assay
Assay Group

qualitative binding

qualitative binding

qualitative binding

half life

half life

dissociation constant KD (~EC50)

half maximal effective concentration (EC50)
half maximal effective concentration (EC50)
half maximal effective concentration (EC50)
half maximal effective concentration (EC50)
qualitative binding

qualitative binding

qualitative binding

qualitative binding

qualitative binding

half maximal effective concentration (EC50)
half maximal effective concentration (EC50)
half maximal effective concentration (EC50)
half maximal effective concentration (EC50)
half maximal effective concentration (EC50)
half maximal effective concentration (EC50)
half maximal effective concentration (EC50)

Assay
Units

min
min

nM
nM
nM
nM

nM
nM
nM
nM
nM
nM
nM

IRl is linked to ontology term

for assay (OBl ontology)

Assay
Assay Type IRI

-

http://purl.obolibrary.org/obo/OBI_0001556
http://purl.obolibrary.org/obo/OBI_0001606
http://purl.obolibrary.org/obo/OBI_0001606
http://purl.obolibrary.org/obo/OBI_0001559
http://purl.obolibrary.org/obo/OBI_0001559
http://purl.obolibrary.org/obo/OBI_0001543
http://purl.obolibrary.org/obo/OBI_0001561
http://purl.obolibrary.org/obo/OBI_0001561
http://purl.obolibrary.org/obo/OBI_0001561
http://purl.obolibrary.org/obo/OBI_0001561
http://purl.obolibrary.org/obo/OBI_0001606
http://purl.obolibrary.org/obo/OBI_0001606
http://purl.obolibrary.org/obo/OBI_0001606
http://purl.obolibrary.org/obo/OBI_0001606
http://purl.obolibrary.org/obo/OBI_0001606
http://purl.obolibrary.org/obo/OBI_0001561
http://purl.obolibrary.org/obo/OBI_0001561
http://purl.obolibrary.org/obo/OBI_0001561
http://purl.obolibrary.org/obo/OBI_0001561
http://purl.obolibrary.org/obo/OBI_0001561
http://purl.obolibrary.org/obo/OBI_0001561
http://purl.obolibrary.org/obo/OBI_0001561

Assay

Qualitative
Measure

Positive
Positive
Positive
Positive
Positive
Positive-Low
Positive
Positive
Positive-High
Positive-High
Positive-High
Positive-High
Positive-High
Positive-Low
Positive-High
Positive-Low
Positive-Low
Positive-Low
Positive-Interm
Positive-High
Positive-Low
Positive-High

Assay

Measureme |Quantitati

Assay

nt Inequalityjve

2520
2220
5000
5000
7000
4000
3000

94000
136000
132000
43000
9000
77000
16000
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Results Page: Discontinuous Epitopes

B cell assays only = B cell epitopes

Epitopes
(4347)

4347 Records Found

Details
1336251
1338787
1069378
1070803
1073281
1310239

1310265
1310304
1313381
1314086
1316945
1335914
1336780
1340666
5406

v E

pitope

AGICASYQ

KPSKRSFIEDLLFNK
TESNKKFLPFQOFGRDIA

R348, N440, L4417, K444, V445, G448,

M448 Y449 Q4

AVLOLPQGTTLPKG

- CASYOTQTNSPRRAR

| QRVAGDSGFAAYSRY

- F486, N487

- FSQILPDPSKPSKRSFIE

E484

K417
EPIYDEPTTTTSVPL
AVKLQNNELSPVALR

2023 IEDB User Workshop

Go To Records Starting At[ 1200 (@)

Page[ 1 ]of 174 EED
Antigen w Organism
Spike glycoprotein Yq; SARS-CoV2
Spike glycoprotein 74. SARS-CoV2
Spike glycoprotein .71-- SARS-CoV2
Spike glycoprotein ‘n- SARS-CoVv2
Spike glycoprotein Ve | SARS-Cov2
Spike glycoprotein ﬂ. SARS-CoV2
Mucleoprotein tp. SARS-Cov?
Spike glycoprotein Tr. SARS-CoW2
IMembrane protein .71.. SARS-CoW2
Spike glycoprotein Y«i- SARS-CoV2
Spike glycoprotein % SARS-CoV2
Spike glycoprotein ﬂ. SARS-CoW2
. Spike glycoprotein Ve | 5ARS-Cov?
. ORF3a protein b . SARS-CoV2
- Replicase polyprotein 1ab Yq,. SARS-CoV2

Export Resuits (&
25  ~| Per Page

# References w #Assays v

4 -12
4 -11
3 | 4
3 -5
3 | 4
3 -1‘3
3 -5
3 -5
3 4
3 -13
3 -5
3 -Q
3 -5
3 -E
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User Query: What protein are B cell epitope
residues in reference to?

Epitope

Epitope ID 1314086 IEDB_epitope: 1314086
Chemical Type Discontinuous peptide

Source Name zuzrgace glycoprotein [Severe acute respiratory syndrome coronaviru GenPept:QHD43416.1 (@
Source Organism SARS-CoVZ NCBITaxon:2697049 &

Discontinuous Residues || F486, N487 I

Epitope Reference Details

Epitope Structure Defines Partial Epitope

Epitope Name Epitope of COV2-2196 on SARS-CoV-2
Reference Region F486, N487

Location of Data in Reference Figure 3
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