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Many different publications describe epitopes from the “same” protein

• How to accurately and consistently  capture such data?
• How to efficiently and intuitively present such data?

We employ strategies at 3 levels:
1. Curation
2. Collation
3. Collaboration
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The IEDB Aggregates Protein Data
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During curation, curators select 
the protein isoform that best 
represents the publication being 
curated

• May be author specified
• Must 100% contain epitope 

residues
• All possible accessions are

accessible
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After curation, all data belonging to a single protein (all isoforms/variants) are collated via UniProt
reference proteomes:

• Sequence identity is used to identify the reference proteome that best represents the IEDB 
curated data 

• Isoforms used in curated data are mapped selected proteome
• Updated as new data is curated and/or new proteomes become available
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Data is searched and presented via tree view of the UniProt reference proteome

• Members of a proteome are presented as a navigable tree via Molecule Finder
• Synonyms from UniProt are searchable
• Antigens tab displays proteome 

members
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New collaboration with the Protein Ontology (PRO), UniProtKB, and iPTMnet is 
enabling new functionality and improving IEDB data

iPTMnet

Protein Ontology (PRO)
• Ontological representation of protein-related entities 
• Explicit representation of proteoforms
• proconsortium.org

UniProtKB
• Database of protein sequences
• Rich functional annotation of proteins
• uniprot.org

iPTMnet
• Library of post-translational modifications (PTMs)
• Integrates protein PTMs in a systems biology context
• research.bioinformatics.udel.edu/iptmnet
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iPTMnet
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New Antigen Summary pages added to IEDB for each protein antigen/ reference 
proteome member

Summary of IEDB data
• Isoform information
• Epitopes and assays
• Assay contexts such as host and disease
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New Antigen Summary pages added to IEDB for each protein antigen/ reference 
proteome member

New imported annotations
Gene: UL83
Counteracts the host antiviral immune response when activated and phosphorylated, by preventing host IRF3 from entering 
the nucleus. Inhibits also the type I interferon production by inactivating the enzymatic activity of DNA sensor CGAS 
without affecting STING1. Participates in the transactivation of viral major immediate-early genes by the recruitment of 
host IFI16 to the promoters of these genes.

PRO (multiple possible)               Protein Ontology terms
UniProt Reference protein
IUIS                                          Allergy information
IPTMnet View possible post-translational modifications
Immunome Browser                   View Immunome Browser
IEDB tools                                 Predict…

EXTERNAL RESOURCES

Resource                                                Link
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Protein Ontology (PRO), UniProtKB, and iPTMnet identify issues with IEDB data 
as they each analyze our data in their view

Errors fixed
• Obsoleted sources
• Organism assignment
• PTM positions and residues

New validation added
• Enforce same species
• Enforce valid PTM fields
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New Links
• Protein Ontology (PRO) – proteoforms
• UniProtKB
• iPTMnet – modifications, functionality
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Future Plans

Calculated Annotations
• Cancer antigen, autoantigen, allergen
• Weight based evidence

Expand Antigen Summary page coverage
• Nonpeptidics (ChEBI)
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