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Welcome START YOUR SEARCH HERE & Epitope Analysis Resource
The Immune Epitope Database (IEDEB) is . - - )
a freely available resource funded by Epitope @ 2 3 Assy @ T Cell Epitope Prediction (@
. ...H’_ Fy £ 1
NIA}ID. It catalogs explerlmental qata_on ® g c:: - - Scan an antigen sequence for amino acid
antibody and T cell epitopes studiad in Any Epitopes . | Positive Assays Only patterns indicative of
humans, non-human primates, and other Linear Epitape V| T Cell Assavs o '
animal species in the context of infectious O P _p Y MHC | Binding
disease, allergy, autoimmunity and |Exact M~ ||Ey" SINFEKL ¥} B Cell Assays MHC 1l Binding
transpllan_tatinn. Thel II?DB also hosts_tonls O Discontinuous Epitopes MHC Ligand Assays ]
to assist in the prediction and analysis of o i = IMHC | Processing (Proteasome, TAP)
epitopes. O Non-peptidic Epitopes | Ex: neutralization || = Find |
| )| 1N - MHC | Immunogenicity
Learn More
| Antigen @ | [ MHC Restriction @ o _ L §
Upcoming Events B Cell Epitope Prediction (@
Organism icti Predict linear B cell epitopes using:
An IEDE Case Study: TB Sept 3 @ Any MHC Restriction . piop _ 9
* webinar recording here | Ex: influenza, peanut | O MHC Class | Antigen Sequence Properties
FOCIS Virtual Booth Oct 28-31 Antigen Name O MHC Class Il Predict discontinuous B cell epitopes using
User Waorkshop MNov 5-6 O MHC Nonclassical antigen structure via:
* register for workshop here | Ex: core, capsid, myosin | O ‘ Ex- HLA-A*02-01 ||:-.__ Find | Discolope
ElliPro
Summary Metrics | Host @ | | Disease @ ' _ _ )
Epitope Analysis Tools @
Peptidic E-pftope-s 971,496 ® Any Host ® Any Disease Analyze epitope sets of:
Non-Peptidic Epitopes 3,051 O Humans (O Infectious Disease Population Coverage
— e O Mice O Allergic Disease Conservation Across Antigens
B Cell Assays 349,059 (O Non-human Primates (O Autoimmune Disease Custere with Simiar &
i —_— —_— usters with Similar Sequences
MHC Ligand Assays 2827,353 @ ‘ Ex: dog, camel “ = Find | O ‘ Ex: asthma, diabet|| = Find | A
Epitope Source Organisms 3,974 | - | | - |
Restricting MHC Alleles 860 e ————
: Rese! | (G
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Epitope Search Pane

START YOUR SEARCH HERE ©

START YOUR SEARCH HERE &

' Epitope @ 9 5 ]| assay @ i Epitope (2) 7 |
'““:‘,:HF-H:I : '"""‘:‘.;“Fm-i
(® Any Epitopes R, Positive / (O Any Epitopes R,
| Exact M |[Ex: SINFEKL | — Exact M + || Ex: SINFEKL
(O Discontinuous Epitopes MHC Ligs |1s Epitopes
(O Non-peptidic Epitopes Ex- neutrali Substring _
| ' Blast - 90%  |C EpItopes
- Blast - 80%

Antigen (@ MHC Restric | Blast - 70%

L )
Organism @ Any MHC
| Ex: influenza, peanut | (O MHC Cla
Antigen Name O MHC Cla
(O MHC Nor
| Ex: core, capsid, myosin | O | E—
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Antigen Search Pane: Organism

| Exact M v || Ex: SINFEKL

(O Discontinuous Epitopes
(O Non-peptidic Epitopes

" Antigen (@

Organism

| Ex influenza, peanut

Antigen Name

| Ex: core, capsid, myosin |

—)

" Host (@
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(Antigen ® . " MHC Restriction @ &
Organism (® Any MHC Restriction

() MHC Class |

&

[

C

O W e, W i

Coronavirus (ID:11118)
Betacoronavirus (ID:694002)

Alphacoronavirus (ID:693996)

Human coronavirus 229€ (Coronavirus 229€) (ID:11137, Coron._.
Gammacoronavirus (ID:694013)

Middle East respiratory syndrome-related coronavirus (MERS c...
Severe acute respiratory syndrome-related coronavirus (Human...
Avian coronavirus (ID:694014)

Betacoronavirus 1 (ID:694003)

Coronavirus HKU15 (ID:19635089)



Antigen Search Pane: Antigen

| Exact M v || Ex: SINFEKL

(O Discontinuous Epitopes
(O Non-peptidic Epitopes

" Antigen (@

Organism

| Ex influenza, peanut

Antigen Name

| Ex: core, capsid, myosin

" Host (@
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Antigen (2 . | [ MHC Restriction (@ 5. )
Organism @® Any MHC Restriction

| Ex: influenza, peanut | (O MHC Class |
Amigen Mame D MHC Class Il
() MHC Nonclassical
| capsid | Ol Ev miaa=n?201 [ Find |
__| Nucleocapsid [Q91MK3] (Menangle pararubulavirus) -

| Nucleocapsid [AOAOFENA4CS] (Bovine respirovirus 3 (Bovine pa. ..

Nucleocapsid [T1UFE7] (Human respirovirus 3 (Human parainf...
< Nucleocapsid [Q83138] (Small ruminant morbillivirus (Pseudori. ..
E Nucleocapsid [AOAOH5BN46] (Rinderpest morbillivirus (Rinder...
(| Capsid protein [Q91PS7] (Torque teno virus 8)

d Capsid protein [Q9JH33] (Torgue teno virus 15)

Capsid protein [Q9DUBTY] (Torque teno douroucouli virus)
Capsid protein [Q8QVL3] (Torgue teno felis virus)

— Capsid protein [Q8QVL9I] (Torgque teno sus virus 1a (Torque ten...



Host Search Pane

Host (2)

® Any Host

() Humans

O Mice

(O Non-human Primates

O | Ex: dog, camel l:E Find l

HOST ORGANISM FINDER ©

Current Selection(s) Reset m |

Q, search By = Browse by Tree (Click to Select) (1]
Name- i B Vertebrate
# [ Ave (bird)
|Ex: dog, camel I ] . Fish
Crganism 10 [+ . Mammal
|Ex 9615 |
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Host Search Pane

HOST CRGANISM FINDER €

Current Selection(s) [ Reset XTI
Q, search By = Browse by Tree (Click to Select) H
Name - B Vertebrate

i+ [ Ave (bird)
|rI'IE|EElE|IJE | # . Fish
Organism |D: [+ . Mammal
|Ex 9615 |

[ Search Results (Click to Select)

7 Records Found Page of2 EED

Organism Name v Synonyms
Macaca (macaque) @' macaque, Macaca, macaques
Macaca arctoides (bear macaque) @' stump-failed macagque, Macaca arctoides, bear

Macaca cyclopis (Taiwan macaque) n macaque, Macaca cyclopis

Macaca mulatta (rhesus macagque) @-
rhesus macaques, Macaca mulatia

Macaca radiata (bonnet macaque) L2 Macaca radiata, bonnet macaque

7 Records Found Page of2 B

2020 IEDB User Workshop

Rhesus monkey, rhesus macaque, rhesus monkeys,
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Host Search Pane

HOST ORGANISM FINDER € x|
Current Selection(s) [ Reset XTI ]l
Q, search By = Browse by Tree (Click to Select) (1]
Name: | = B Macaca (macaque) -
ﬁ Macaca arctoides (bear macaque)
| macaaue | j Macaca cyclopis (Taiwan macaque)
Organism ID- j Macaca fascicularis (crab eating mac__.
| Ex: 9615 | j Macaca fuscata (Japanese monkey)
) I j Macaca mulatta (rhesus macague) I -
W j Macaca radiata (bonnst macaqus)

A

[+ . Papio (baboon)
[+ . Hominoid (ape) -

¥ Search Results (Click to Select)

7 Records Found Page of2 B8 Per Page

Organism Name v  Synonyms w Organism ID
Macaca (macagque) @' macaque, Macaca, macaques 9530
Macaca arctoides (bear macaque) (4 stump-tailed macague. Macaca arctoides, bear 954008
macaque
Macaca cyclopis (Taiwan macague) @' Taiwan macague, Macaca cyclopis 78440 (@

Macaca mulatta {rhesus macague) Rhesus menkey, rhesus macague, rhesus monkeys, 9544 (@

rhesus macaques, Macaca mulatia

Macaca radiata (bonnet macague) @- Macaca radiata, bonnet macaque 0548

7 Records Fouad Page[ 1 Jor2 BIED P Page
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Assay Search Pane

' Assay (@

Positive Assays Only
T Cell Assays
B Cell Assays
MHC Ligand Assays

| Ex neutralization I:-E Fiﬂdl ﬁ

ASSAY FINDER ©

Current Selection(s)
Q, Search By = Browse by Tree (Click to Select)
- _ 3 - immune epitope assay
Name: |Ex: purified MHC =
[+ . T cell assay
Method/Technique: | v| = B B cenassay
Measurement Of | v| ™ . 3D structure

Units: | v| & Bl binding constant
~ # B biological activity

w ~ # [ qualtative binding

[+ . MHC ligand assay
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Assay Search Pane

Current Selection(s) [x cytotoxicity -
[ Reset | maEm|
earc rowse by ick to Sele
5 h B by Tree (Click to Select
Name: [=] . immune epitope assay
= B T cell assay
|E}{: puriied MHC | [+ . 3D structure
Method/Technique: | V| [+ . binding constant
Measurement Of: | v| = . biclogical activity
Uniits: | v| m activation
[ . cytokine release
o BN S R

= . [+ . degranulation
[+ . helper response
[+ . in vivo activity
[+ . proliferation
EI suppression
i+ [l qualitative binding
mcell assay
[+ . MHC ligand assay
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MHC Restriction Search Pane

' MHC Restriction (@

(® Any MHC Restriction
(O MHC Class |

(O MHC Class Il

() MHC Nonclassical

=

O| Ex: HLA-A*02:01 |':; Find|
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= Browse by Tree (Click to Select)

= [ MHC

= Browse by Tree (Click to Select)

= [ MHC

#
#
#
#

MHC molecule
haplotype
serotype

mutant MHC molecule

I

= . MHC molecule
=l . class |
[+ . black flying fox
b+ . bonobo
=~ . cat

= [ FLAE
'Y FLAE®01801

[+ . cattle
i+ [l chicken
[+ . chimpanzee
i+ [ clawed frog

j cotton-top tamarin
i [l dog
] . duck
i+ [ georilla
L . horse
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Disease Search Pane

Disease (3)

(® Any Disease

(O Infectious Disease
(O Allergic Disease

(O Autcimmune Disease

O | Ex: asthma, diabet||_5 Find |
Rese! QRIS

= Browse by Tree (Click to Select)
=l E host health status

= Browse by Tree (Click to Select)
! E host health status
- B disease
[+ . additional diseases by category
= E‘ allergic disease
[# . allergic contact dermatitis
B

allergic contact dermatitis of eyelid

@+ [ drug allergy

i Bl disease _ # ] extrinsic asthma

[+ . additional diseases by category
w [ allergic disease
[+ . animal model of disease
[+ . autoimmune disease
[+ . infectious disease
[+ . neoplasm
[+ . transplant-rzlated disease and allo-reactivity
_T"‘ healthy
L . infection without disease
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i+ [ oastrointestinal allergy
_t‘ latex allergy
i+ [ metal allergy

i+ [ respiratory allergy
[+ . animal model of disease

w [ autoimmune disease

[+ . infectious disease

i+ ) neoplasm
i+ [ transplant-related disease and allo-reactivity
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User Query:

START YOUR SEARCH HERE &

How can the IEDB be
used in research on
COVID-19 immune

responses?

( Epitope (7

(® Any Epitopes ",
O Linear Epitope
|ExactV v |[Ec sunFEKL |

(O Discontinuous Epitopes
O Non-peptidic Epitopes

n B Assay (7

| Ex: neutralization ||E Find

Positive Assays Only -_i

[#] T Cell Assays
|E| B Cell Assays
MHC Ligand Assays

==

“Antigen ® ' | [ MHC Restriction @ &
Organism - @® Any MHC Restriction

coro|

(O MHC Class |

A Coronavirus (ID:11118)
Betacoronavirus (1D:694002)
Alphacoronavirus (ID:693996)

Avian coronavirus (ID:694014)
Betacoronavirus 1 (1D:694003)

T Y Y Ay

Human coronavirus 229 (Coronavirus 229E) (1D:11137, Coron._.
Gammacoronavirus (1D:694013)
Middle East respiratory syndrome-related coronavirus (MERS c. .

Severe acute respiratory syndrome-related coronavirus (Human. .

Coronavirus HKU15 (1D:1965089)

ReseT G |
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User Quer\g ' Epitope @ 2 5| [Assay@ ﬁ@

W .':" HH
(® Any Epitopes - Positive Assays Cnly
How can the IEDB be O Linear Epitope [w] T Cell Assays
) |Exact v+ ||Exc SimFERL | B Cell Assays
(O Discontinuous Epitopes MHC Ligand Assays
used in research on
. O Non-peptidic Epitopes | Ex neutralization | & Find |
COVID-19 immune n ) | :
respo N Ses? " Antigen (@) | [ MHC Restriction (2 &
[ ]
LEETEL ; O Any MHC Restriction
| Coronavirus (1D:11118) (O MHC Class |
ST () MHC Class Il
() MHC Nonclassical
| Ex: core, capsid, myosin | @| Ex: HLA-A®02-01 | B Find
" Host (% ' | [ Disease ® )
(O Any Host (O Any Disease i
(O Humans (O Infectious Disease
() Mice (O Allergic Disease
() Non-human Primates () Autoimmune Disease

@| Ex: dog, camel |E Find @| Ex: asthma, dial:-et| = Find

k Pl
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User Query: How can the IEDB be used in research

on COVID-19 immune responses?

IMMUNE EPITOPE DATABASE
AND ANALYSIS RESOURCE

e e —
Rese! (I

[ Epitope (@ e %
WM, 'b.pcn
(® Any Epitopes 2

(O Linear Epitope
(O Discontinuous Epitopes
(O Non-peptidic Epitopes

[ 3D structure available
Amino Acid Modification

f Antigen (3

Organism
| Coronavirus (ID:11118) (1)
Antigen Name

| Ex: core, capsid, myosin |

( Receptor (2 )
[J Has receptor sequenc

L

Chain Any Type w
Sequence Exact Matches v

[ Assay (3 " 1
[#] Positive Assays Only

# T Cell Assays
[#] B Cell Assavs

Ll 8y - % Positive Assays Only

Epitopes
(3764)

3764 Records Found
Details « Epitope
7032 CSLWNGPHL
16156 FIAGLIAIV
33572 KSYEHQTPF
71917 e —
17382 FPREGVFVF
28050 IPRRNVATL
33667 KTFPPTEPK
53307 RCQIFANI
56289 RVENNYMPY
2998 ALWEIQQWV
3840 APTAGAFFF
5209 ATWIGTSK
5441 AVLOSGFRK
14829 EVMPVSMAK
17354 FPPTSFGPL
17385 FPRGQGVPI
18133 FVDGVPFWY
91347 P———
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(84273)

Go To Records Starting AI@
Page[ 1 |or151 B1ED

Antigen

Spike glycoprotein
Spike glycoprotein

Replicase polyprolein 1ab

Other Severe acule i related

(Human corenavirus (strain SARS}] protein

Spike glycoprotein

Other Severe acule i related

I I I R

(Human corenavirus (strain SARS}] protein

Cther Severe acule respiratory syndrome-related coronavinus T4

(Human coronavirus (strain SARS)) protein

Spike glycoprotein Ya
Replicase polyprolein 1ab Ya
Other Severe acute i related Y
(Human corenavirus (strain SARS}] protein

Mucleoprotein Ya
Other Severe acute related Yo
(Human corcnavirus (strain SARS}] protein

Cther Severe acute related coronavirus Ta
(Human corcnavirus |stra|n SARS)] protein

Spike glycoprotein Ve

Other Severe acute respiratory syndrome-related coronavirus Ya

(Human coronavirus (strain SARS)) protein

Mucleoprotein

Y

Cther Severe acule respiratory syndrome-related coronavirus V&

(Human coronavirus (strain SARS)) protein

-

Organism

Murine coronavirus

Severe acule i related
(Human corcnavinus {sh'am SARS))

Severe acute respiratory syndrome-related coronavirus
{Human coronavirus {strain SARS))

Severe acufe i related
(Human corcnavinus {sh'am SARS))

Severe acute respiratory syndrome-related coronavirus
{Human coronavirus (strain SARS))

Severe acufe i related
(Human corcnavinus {sh'am SARS))

Severe acute respiratory syndrome-related coronavirus
(Human corenavirus (strain SARS))

Murine coronavirus

Severe acute respiratory syndrome-related coronavirus
{Human coronavirus {strain SARS))

Severe acule i related
(Human corcnavinus {sh'am SARS))

Murine coronavirus

Severe acule i related
(Human corcnavirus {sh'am SARS))

Severe acute respiratory syndrome-related coronavirus
{Human coronavirus (strain SARS))

Severe acule i related
(Human coronavinus {sﬁam SARS))

Severe acute respiratory syndrome-related coronavirus
{Human coronavirus (strain SARS))

Severe acule i related
(Human corcnavinus {sh'am SARS))

Severe acute respiratory syndrome-related coronavirus
{Human coronavirus {strain SARS))

I - I I - L L I 1

q

16
10

Export Results (&
Per Page

# References « #Assays

38

15



Results Page: Pending Filters

[ Epitope (@ e %
WM, 'L“cn
(® Any Epitopes 2

(O Linear Epitope
(O Discontinuous Epitopes
(O Non-peptidic Epitopes

[ 3D structure available
Amino Acid Modification

f Antigen (3

Organism
| Coronavirus (ID:11118) (1)
Antigen Name

| Ex: core, capsid, myosin |

( Receptor (2 )
[J Has receptor sequenc

L

Chain Any Type w
Sequence Exact Matches v

[ Assay (3

[#] Positive Assays Only

# T Cell Assays
i [l B Cell Assavs
E—

¥ ¢ IMMUNE EPITOPE DATABASE
' AND ANALYSIS RESOURCE

lized Searches

Ll 8y - % Positive Assays Only

Epitopes
(3764)

3764 Records Found

Details « Epitope

7032 CSLWNGPHL
16156 FIAGLIAIV
33572 KSYEHQTPF
71917 e —
17382 FPREGVFVF
28050 IPRRNVATL
33667 KTFPPTEPK
53307 RCQIFANI
56289 RVENNYMPY
2958 ALWEIQQWV
3840 APTAGAFFF
5209 ATWVIGTSK
5441 AVLOSGFRK
14829 EVMPVSMAK
17354 FPPTSFGPL
17385 FPRGQGVPI
18133 FVDGVPFWY
91347 P———
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Go To Records Starting At

Antigen

Spike glycoprotein
Spike glycoprotein

Replicase polyprolein 1ab

Other Severe acule i related

(Human corenavirus (strain SARS}] protein

Spike glycoprotein

Other Severe acute i related
(Human corenavirus (strain SARS}] protein

I I I R

Cther Severe acule respiratory syndrome-related coronavinus T4

(Human coronavirus (strain SARS)) protein

Spike glycoprotein Ya
Replicase polyprolein 1ab Ya
Other Severe acute i related Y
(Human corenavirus (strain SARS}] protein

Mucleoprotein Ya
Other Severe acute related Yo
(Human corcnavirus (strain SARS}] protein

Cther Severe acute related coronavirus Ta
(Human corcnavirus |stra|n SARS)] protein

Spike glycoprotein Ve

Other Severe acute respiratory syndrome-related coronavirus Ya

(Human coronavirus (strain SARS)) protein

Mucleoprotein

A

Cther Severe acule respiratory syndrome-related coronavirus V&

(Human coronavirus (strain SARS)) protein

-

(84273)

of 151 B B

Organism

Murine coronavirus

Severe acule i related
(Human corcnavinus {sh'am SARS))

Severe acute respiratory syndrome-related coronavirus
{Human coronavirus {strain SARS))

Severe acufe i related
(Human corcnavinus {sh'am SARS))

Severe acute respiratory syndrome-related coronavirus
{Human coronavirus (strain SARS))

Severe acufe i related
(Human corcnavinus {sh'am SARS))

Severe acute respiratory syndrome-related coronavirus
(Human corenavirus (strain SARS))

Murine coronavirus

Severe acute respiratory syndrome-related coronavirus
{Human coronavirus {strain SARS))

Severe acule i related
(Human corcnavinus {sh'am SARS))
Murine coronavirus

Severe acule i related

(Human corcnavirus {sh'am SARS))

Severe acute respiratory syndrome-related coronavirus
{Human coronavirus (strain SARS))

Severe acule i related
(Human coronavinus {sﬁam SARS))

Severe acute respiratory syndrome-related coronavirus
{Human coronavirus (strain SARS))

Severe acule i related
(Human corcnavinus {sh'am SARS))

Severe acute respiratory syndrome-related coronavirus
{Human coronavirus {strain SARS))

I - I I - L L I 1

q

16
10

Export Results (&
Per Page

# References « #Assays

38

16



Results Page: Current Filters
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*® Posifive Assays Only
Rese! (I —
B o (3764) (84273)
Epitope (@ o B
) g mf'.,f" Go To Records Starting At Export Results (&
(® Any Epitopes "
3764 Records Found of 151 B B Per Page
O Linear Epftope | E A 0O # Refi #A
1 q 2 Details itope ntigen anism erences ssays
(O Discontinuous Epitopes el b W g¢! v Vo w e says
() Non-peptidic Epitopes 7032 CSLWNGPHL Va| Spike glycopratein Va| Murine coronavirus Yl 16 38
16156 FIAGLIAIV Va | spike giycopratein Va | Severe acute respi related Y| 10 25
. (Human corcnavinus {sh'am SARS))
[ 3D structure available 3572
. . . . KSYEHQTPF Ya Replicase polyprolein 1ab Va | Severe acute respiratory syndrome-related coronavirus Yo 16
Amino Acid Modification {Human coronavirus (strain SARS))
8 / nsr VWYRGTTTY a| Other Severe acute respi related Va| Severe acute respi related Y s 16
. . (Human corenavirus (strain SARS}] protein (Human corcnavinus {sh'am SARS))
i 3
Sutigeulsy 17382 FPREGVFWF Ve Spike glycoprotein Va | severe acute respiratory syndrome-related coronavirus Va7 14
{Human coronavirus (strain SARS))
CrEET 28050 IPRRNVATL V| Other Severs acute respi related V| Severe acute respi related Y7 1
| Coronavirus {ID:11118) ('D (Human corenavirus (strain SARS}] protein (Human corcnavinus {sh'am SARS))
Antigen Name 33667 KTFPPTEPK Va | Other Severe acute respiratory syndrome-related coronavius W | Severe acute respiratory syndrome-related coronavirus Va7 14
(Human coronavirus (strain SARS)) protein (Human corenavirus (strain SARS))
| Ex: core, capsid, myosin | 53307 RCQIFANI a | spike glycoprotein Ta | Murine coronavirus Va7 19
: 56289 RVFNMNYMPY Ya Replicase polyprolein 1ab Va | Severe acute respiratory syndrome-related coronavirus Y7 18
IS - N {Human coronavirus {strain SARS))
Receptor (2 5998
ALWEIQQWV e | Other Severe acute respi related Ve | severe acute respi related Y6 17
|:| Has receptor sequenc (Human corenavirus (strain SARS}] protein (Human corcnavinus {sh'am SARS))
Type Any Type - 3840 APTAGAFFF Ya Mucleoprotein Ya | Murine coronavirus Y 6 19
5209 ATWIGTSK Ya | Other Severe acute related Ya | Severe acute respi related a6 13
(Human corcnavirus (strain SARS}] protein (Human corcnavirus {sh'am SARS))
Chain Any Type v 5447 AVLOSGFRE Va | Other Severe acute related coronavirus V& _Severe acute res_piral_ory _syndrume—relaled coronavirus Y s 13
Sequence Exact Matches v (Human corcnavirus |stra|n SARS)] protein {Human coronavirus (strain SARS))
L ) 14829 EVIMPVSMAK Ve | spike giycopratein Va | Severe acute respi related Y%ls 17
(Human coronavinus {sﬁam SARS))
Assay (3 17354 FPPTSFGPL Va | Other Severe acule respiratory syndrome-related coronavirus YV | Severe acute respiratory syndrome-related coronavinus Va6 15
(Human coronavirus (strain SARS)) protein {Human coronavirus (strain SARS))
(] Pasitive Assays Only 17385 FPRGQGVPI Ve | Mucleoprotein Ve | Severe acute respi related LA 10
(Human corcnavinus {sh'am SARS))
E T Cell Assays 18133 FVDGVPFWW Va | Other Severe acute respiratory syndrome-related coronavirus V& | Severe acule respiratory syndrome-related coronavirus Va6 19
if (Human coronavirus (strain SARS)) protein {Human coronavirus {strain SARS))
[¥1 B Cell Assavs 1347 e - - L .




Results Page: Epitope Tab

'ATABASE
JURCE

Cument Filters: P Assays Only

® Organism: Coronavirus {ID:11118)

S
(12016)

T TEC Iy T 5

(84273)

Epitopes
(3764)

3764 Records Found
Details « Epitope
7032 CSLWNGPHL
16156 FIAGLIAIV
33572 KSYEHQTRF
71917 P —
17382 FPREGVFVF
28050 IPRRNVATL
33667 KTFPPTEPK
53307 RCQIFANI
56289 RVFNNYMPY
2398 ALWEIQQWY
3840 APTAGAFFF
5209 ATVVIGTSK
5447 AVLQSGFRK
14829 EVIMPVSMAK
17354 FPPTSFGPL
17385 FPRGOGVPI
18133 FVDGVPFWY

I L L O - I I
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Go To Records Starting At| 1200 [{g8)

Page[ 1 Jof151 B ED

Antigen (v
Spike glycoprotein Ve
Spike glycoprotein e
Replicase polyprotein 1ab Ve

Other Severe acute respiratory syndrome-related colcnavirus“-
{Human coronavirus (strain SARS)) protein

Spike glycoprotein Y2
Other Severe acute respiratory syndrome-related coronavirus Vé
{Human coronavirus (strain SARS)) protein

Cther Severe acute respiratory syndrome-related coronavirus Té
{Human coronavirus (strain SARS)) protein

Spike glycoprotein Ve
Replicase polyprotein 1ab e
Other Severe acule respiratory syndrome-related coronavirus e
{Human coronavirug (strain SARS)) protein

Mucleoprotein t-

Other Severe acule respiratory syndrome-related coronavirus T4
{Human coronavirus (strain SARS)) protein

Other Severe acule respiratory syndrome-related coronavirus Y&
{Human coronavirus (strain SARS)) protein

Spike glycoprotein Y2
Cther Severe acute respiratory syndrome-related coronavirus Vé
{Human coronavirus (strain SARS)) protein

MNucleoprotein e

Other Severe acute respiratory syndrome-related coronavirus Ve
{Human corcnavirug (strain SARS)) protein

Organism
Murine coronavirus

Severe acute respiratory syndrome-related coronavirus
{Human corcnavirug (strain SARS))

Severe acute respiratory syndrome-related coronavirus
{Human coronavirus (strain SARS))

Severe acufe respiratory syndrome-related coronavirus
(Human corcnavirus (strain SARS))

Severe acute respiratory syndrome-related coronavirus
{Human coronavirus (strain SARS))

Severe acute respiratory syndrome-related coronavirus
{Human coronavirus (strain SARS))

Severe acute respiratory syndrome-related coronavirus
{Human coronavirug (strain SARS))

Murine coronavirus

Severe acute respiratory syndrome-related coronavirus
{Human coronavirus (strain SARS))

Severe acute respiratory syndrome-related coronavirus
(Human corcnavirus (strain SARS))

Murine coronavirus

Severe acute respiratory syndrome-related coronavirus
(Human corcnavirug (strain SARS))

Severe acule respiratory syndrome-relafed coronavirus
{Human coronavirus (strain SARS))

Severe acute respiratory syndrome-related coronavirus
{Human coronavirus (strain SARS))

Severe acute respiratory syndrome-related coronavirus
{Human coronavirug (strain SARS))

Severe acute respiratory syndrome-related coronavirus
{Human coronavirus (strain SARS))

Severe acute respiratory syndrome-related coronavirus
{Human corcnavirus (strain SARS))

L 1 L I

Export Results [
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Epitopes
(3764)
Go To Records Starting At| 1200 @ Export Results (#
3764 Records Found - of 151 B £ Per Page
A
Details « Epitope » Antigen +» Organism w #References « #Assays v
7032 CSLWNGPHL Ve | =pike glycoprotsin Va | Murine coronavirus Y 16 38
16156 FIAGLIAN Ve Spike glycoprotein V& | Severe acute respiratory syndrome-related coronavirus Ve 10 25
{Human corcnavirug (strain SARS))
33572 KSYEHQTPF Ve Replicase polyprotein 1ab Ve | Severe acute respiratory syndrome-related coronavirus Ve 9 16
{Human coronavirus (strain SARS))
o WWYRGTTTY ‘ Other Severe acute respiratory syndrome-related colcnavirus“- Severe acufe respiratory syndrome-related coronavirus ﬂ- & 16
{Human coronavirus (strain SARS)) protein (Human corcnavirus (strain SARS))
17362 FPREGVFVF i Spike glycoprotein Y| sSevere acute respiratory syndrome-related coronavirus Ya|7 14
{Human coronavirus (strain SARS))
28050 IPRRNWVATL Va | Other Severe acute respiratory syndrome-related coronavirus Y& | Severe acute respiratory syndrome-related coronavirus Y& 7 "
{Human coronavirus (strain SARS)) protein {Human coronavirus (strain SARS))
33667 KTFPPTEFK V& | Other Severe acute respiratory syndrome-related coronavirus Y& | Severe acute respiratory syndrome-related coronavirus Vo 7 14
{Human coronavirus (strain SARS)) protein {Human coronavirug (strain SARS))
53307 RCOIFANI Ve | =pike glycoprotsin Ve | Murine coronavirus Y 19
56289 RVFRNYMPY Ve Replicase polyprotein 1ab V| Severe acute respiratory syndrome-related coronavirus Ve 18
{Human coronavirus (strain SARS))
2998 ALWEICOVV Ve | Other Severe acute respiratory syndrome-related coronavirus Y& | Severe acute respiratory syndrome-related coronavirus Yo 6 17
{Human coronavirug (strain SARS)) protein (Human corcnavirus (strain SARS))
3840 APTAGAFFF ‘ Mucleoprotein t- Muring coronavirus ﬂ- 19
5209 ATVVIGTSK Va | Other Severe acute respiratory syndrome-related coronavirus Y& | Severe acule respiratory syndrome-related coronavirus Ve 13
{Human coronavirus (strain SARS)) protein (Human corcnavirug (strain SARS))
5447 AVLQSGFREK V& | Other Severe acute respiratory syndrome-related coronavirus Y& | Severe acule respiratory syndrome-related coronavirus Vel s 13
{Human coronavirus (strain SARS)) protein {Human coronavirus (strain SARS))
14829 EVMPWVSMAK Y Spike glycoprotein Y& | severe acute respiratory syndrome-related coronavirus Y6 17
{Human coronavirus (strain SARS))
17354 FPPTSFGPL Va | Other Severe acute respiratory syndrome-related coronavirus V4| Severe acute respiratory syndrome-related coronavirus Va6 15
{Human coronavirus (strain SARS)) protein {Human coronavirug (strain SARS))
17385 FPRGQGVFI Ve MNucleoprotein V& | Severe acute respiratory syndrome-related coronavirus Ve 6 10
{Human coronavirus (strain SARS))
168133 FVYDGVPFWW Va | Other Severe acute respiratory syndrome-related coronavirus Y| Severe acute respiratory syndrome-related coronavirus A AN 19
{Human corcnavirug (strain SARS)) protein {Human corcnavirus (strain SARS))
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7032 CSLWNGPHL Ve | =pike glycoprotsin Ve | Murine coronavirus Y 16 38
16156 FIAGLIAN Ve Spike glycoprotein V& | Severe acute respiratory syndrome-related coronavirus Ve 10 25
{Human corcnavirug (strain SARS))
33572 KSYEHQTPF Ve Replicase polyprotein 1ab Ve | Severe acute respiratory syndrome-related coronavirus Ve 9 16
{Human coronavirus (strain SARS))
o WWYRGTTTY ‘ Other Severe acute respiratory syndrome-related colcnavirus“- Severe acufe respiratory syndrome-related coronavirus “- & 16
{Human coronavirus (strain SARS)) protein (Human corcnavirus (strain SARS))
17362 FPREGVFVF i Spike glycoprotein Y| sSevere acute respiratory syndrome-related coronavirus Ya|7 14
{Human coronavirus (strain SARS))
28050 IPRRNWVATL Va | Other Severe acute respiratory syndrome-related coronavirus Y& | Severe acute respiratory syndrome-related coronavirus Y& 7 "
{Human coronavirus (strain SARS)) protein {Human coronavirus (strain SARS))
33667 KTFPPTEFK V& | Other Severe acute respiratory syndrome-related coronavirus Y& | Severe acute respiratory syndrome-related coronavirus Vo 7 14
{Human coronavirus (strain SARS)) protein {Human coronavirug (strain SARS))
53307 RCOIFANI Ve | =pike glycoprotsin Ve | Murine coronavirus Y 19
56289 RVFRNYMPY Ve Replicase polyprotein 1ab V| Severe acute respiratory syndrome-related coronavirus Ve 18
{Human coronavirus (strain SARS))
2998 ALWEICOVV Ve | Other Severe acute respiratory syndrome-related coronavirus Y& | Severe acute respiratory syndrome-related coronavirus Yo 6 17
{Human coronavirug (strain SARS)) protein (Human corcnavirus (strain SARS))
3840 APTAGAFFF ‘ Mucleoprotein t- Muring coronavirus ﬂ- 19
5209 ATVVIGTSK Va | Other Severe acute respiratory syndrome-related coronavirus Y& | Severe acule respiratory syndrome-related coronavirus Ve 13
{Human coronavirus (strain SARS)) protein (Human corcnavirug (strain SARS))
5447 AVLQSGFREK V& | Other Severe acute respiratory syndrome-related coronavirus Y& | Severe acule respiratory syndrome-related coronavirus Vel s 13
{Human coronavirus (strain SARS)) protein {Human coronavirus (strain SARS))
14829 EVMPWVSMAK Y Spike glycoprotein Y& | severe acute respiratory syndrome-related coronavirus Y6 17
{Human coronavirus (strain SARS))
17354 FPPTSFGPL Va | Other Severe acute respiratory syndrome-related coronavirus V4| Severe acute respiratory syndrome-related coronavirus Va6 15
{Human coronavirus (strain SARS)) protein {Human coronavirug (strain SARS))
17385 FPRGQGVFI Ve MNucleoprotein V& | Severe acute respiratory syndrome-related coronavirus Ve 6 10
{Human coronavirus (strain SARS))
168133 FVYDGVPFWW Va | Other Severe acute respiratory syndrome-related coronavirus Y| Severe acute respiratory syndrome-related coronavirus A AN 19
{Human corcnavirug (strain SARS)) protein {Human corcnavirus (strain SARS))
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EPITOPE SUMMARY

FIAGLIAIV is a linear peptidic epitope (epitope ID 16158) studied as part of Spike alycoprotein from Severe acute respiratory syndrome-related coronavirus

[Human coronavirus (strain SARS)) and Other Severe acute respiratory syndrome-related coronavirus (Human coronavirus (strain SARS)) protein from Severe
acute respiratory syndrome-related coronavirus (Human coronavirus (strain SARS)). This epitope has been studied for immune reactivity in 11 publication(s),
tested in 16 T cell assays and 11 MHC ligand assays

COMPILED DATA

MHC Ligand Assay(s) 11

MHC molecule Positive / All
HLA-A®02:01 272
HLA-A=02:02 22
HLA-A=02:03 2f2
HLA-A=02:06 22
HLA-AFE8:02 2/2
HLA-AZ 1/1
T Cell Assay(s) 16
Assay Type Positive [ All
IFNg release 7/8
activation 4/4
qualitative binding 2/3
cytotoxicity 1/1
EXTERNAL RESOURCES
Resource Link

IEDB-AR: MHC-I Processing &

Predict MHC class I processing &

IEDB-AR: MHC-I &

Pradict MHC class I binding affinity &

IEDB-AR: B cell scales &

Predict B cell epitopes &
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(Human coronavirus (strain SARS))

Severe acufe related
(Human corcnavinus {sh'am SARS))

Severe acufe respiratory syndrome-related coronavirus
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[%] Exportto CSVile. @
[] Export to CSV file with IRIs. @
= Export to EpiFitter. @
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Epitopes Antige Receptors
(3764) (12016) (84273)
Go To Records Starting At| 1200 @ Export Results (&
3764 Records Found PagelIl of 151 B E0 Per Page
Details « Epitope w Antigen + Organism v #References « #Assays w
—
7032 CSLWNGPHL Y Fpih& glycoprotein Murine coronavirus 16 13
L
16156 FIAGLIAN z Spike glycoprotein ‘Severe acute respiratory syndrome-related coronavirus 10 25
(Human coronavirus (strain SARS))
33572 KSYEHOQTPF Ve Replicase polyprotein 1ab Ve | Severe acute respiratory syndrome-related coronavirus Va9 16
{Human coronavirus (strain SARS))
mar VWRGETTTY V& | Other Severe acute respiratory syndrome-related coronavirus Y& | Severe acute respiratory syndrome-related coronavirus Ve s 16
{Human coronavirug (strain SARS)) protein {Human corcnavirug (strain SARS))
17382 FPREGVFVF Ve Spike glycoprotein Ve | Severe acute respiratory syndrome-related coronavirus Yo 7 14
(Human corcnavirug (strain SARS))
28050 IPRRNWATL ‘ Other Severe acute respiratory syndrome-related colcnavirus“- Severe acufe respiratory syndrome-related coronavirus “- T 1"
{Human coronavirus (strain SARS)) protein (Human corcnavirus (strain SARS))
33667 KTFPPTEPK V& | Other Severe acute respiratory syndrome-related coronavirus Y& | Severe acule respiratory syndrome-related coronavirus Va|7 14
{Human coronavirus (strain SARS)) protein (Human coronavirus (strain SARS))
53307 RCQIFANI V4 | Spike glycoprotein V| Murine coronavirus V|7 19
56289 RVFMNNYMPY i Replicaze polyprotein 1ab Y| severe acute respiratory syndrome-related coronavirus Ya|7 18
{Human coronavirus (strain SARS))
2998 ALWEICOVY Va | Other Severe acute respiratory syndrome-related coronavirus Y& | Severe acute respiratory syndrome-related coronavirus Y& 6 17
{Human coronavirus (strain SARS)) protein {Human coronavirus (strain SARS))
3840 APTAGAFFF Ve MNucleoprotein V& | Murine coronavirus Vo 5 19
5209 ATVVIGTSK V& | Other Severe acute respiratory syndrome-related coronavirus Y& | Severe acute respiratory syndrome-related coronavirus Ve 6 13
{Human coronavirus (strain SARS)) protein {Human coronavirus (strain SARS))
5447 AVLOSGFREK Va | Other Severe acute respiratory syndrome-related coronavirus Y| Severe acute respiratory syndrome-related coronavirus Yo 6 13
{Human coronavirus (strain SARS)) protein {Human coronavirus (strain SARS))
14829 EVMPVSMAK Ve Spike glycoprotein Ve | Severe acute respiratory syndrome-related coronavirus Yo 6 17
(Human corcnavirus (strain SARS))
17354 FPPTESFGPL Va | Other Severe acute respiratory syndrome-related coronavirus Y& | Severe acute respiratory syndrome-related coronavirus Ve 5 15
{Human coronavirus (strain SARS)) protein (Human coronavirus (strain SARS))
17385 FPRGQGVPI e Mucleoprotein Y& | severe acule respiratory syndrome-related coronavirus el 6 10
(Human coronavirus (strain SARS))
16133 FYDGVPFVY V& | Other Severe acute respiratory syndrome-related coronavirus Y& | Severe acute respiratory syndrome-related coronavirus Yals 19
{Human coronavirus (strain SARS)) protein {Human corcnavirus (strain SARS))
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Spike glycoprotein h A c‘_ Click icon to view Immunome Erowser 2147 104
Mucleoprotein ‘?‘_ = Influenza A Hemagglutinin | Host: Homo sapiens ” Assay: B cell asswys 5Eg 48
Spike glycoprotein Ve I Response Frequency ® 181 a2
Replicase polyprofein 1ab Ve 5 5493 27
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Spike glycoprotein Vs I 251 25
Membrane protein Yo 5 - ‘ - M . . ‘ - 452 18
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Spike glycoprotein Vs A 155 15
Other Severe acute respiratory syndrome-related coronavirus (Human corenavirus {strain 5 0.3 817 12
SARS)) protein
Protein 3a Yl s 0.0 354 12
1 27 53 79 105 131 157 183
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Spike glycoprotein Va P Learn More o8 2]
E—
Spike glycoprotein ?+|J]]H Avian coronavirus Vel 34 106 a
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Mucleoprotein ?1-“]]] Avian coronavirus Va| 14 47 [
MNucleoproiein ?+|J]]H Porcine epidemic diarrhea virus (porcine epidemic diarthoea virus) Yo 11 32 4
Protein 9o ?1-[“1" Severe acute respiratory syndrome-related corenavirus (Human coronavirus (strain SARS)) V& 15 48 4
Protein non-siructural 7b ?+|J]]H Severe acute respiratory syndrome-related coronavirus {Human coronavirus (strain SARS)) Ya| 27 143 4 -
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syndrome-related coronavirus (Human coronavirus (strain SARS)) - Spike glycoprotein @

Pending Filters (Positive Assays Only | [Organism: Coronavirus (ID:11118)

Severe acute respirato

Response Frequency @

. Lowerbound Upperbound

Response Frequency

1 57 133 153 265 331 397 463 529 595 661 727 733 833 523 931 1057 1123 1185 1255

Position in Reference Antigen (Spike glycoprotein)
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Assay Count

Immunome Browser ©

Severe acute respiratory syndrome-related coronavirus (Human coronavirus (strain SARS)) - Spike glycoprotein @

Pending Filters [positive Assays Only | [Organism: Coronavirus (ID:11118)

Epitope Assay Counts @

. Negative . Paositive

Epitope Assay Count

T T T T T T T T T T T T T T T T T 1
1 &7 132 189 265 231 257 4532 529 595 &E1 727 752 859 525 951 1057 1123 1185 1255

Position in Reference Antigen (Spike glycoprotein)

Controls

Residue Position Start [ 1| End Reset Update Display

321 257 4583 329 393 B

Position in Reference Antigen (
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Results Returned: 1068 | Displaying: 1068 |:| Display Graphed Residue Posifions

Epitope 1D Epitope Sequence

1087268 | yisa, vias, H14e, K147, K180,
41503 MFIFLLFLTLTSGSD
41504 MFIFLLELTLTSGSDLD
16194 FIFLLFLTL

1087636 | wvrLvLLDLUSSQCUNL
1071428 | yryrrvirorvssoc
532692 LELTLTSGEDLORCT
65110 TLTSESDLDRCTTEDIV
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7216 CTTFDOVOADNYTQETSSMR
63617 TEDOVOAENYTQETS
1087661 NLTTRTQLPDAYINSETR
1087385 | yurrRron

10702 DVQRDNYTQHTSSMRE
10703 DVOAERTTOHTSSMRGVYYD
70527 VQADNYTQHTSSMREVY
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W152, * R24€, 5247

2020 IEDB User Workshop

, ¥248, L2és

PooReon
9999
1-15
1417
210
532
519
620
925
1125
11-25
13-30
16-30
17-33
1945
19.36
19-33
2135
2138
2128
2439
24.43
2541
26-40
28-36
29.43
2945

3145

Identity

0%
100%
100%
100%
5%
6%
100%
100%
100%
6%
5%
100%
100%
100%
100%
100%
100%
1%
0%
100%
100%
100%
100%
1%
46%
4%

AMMmeE

Subjects
Tested

42

20

42

45

20

4z

42

43

20

36

42

36

20

a5

Subjects
Responded

1

e e |2 |22 2| e e o o

Assays
Positive

alcla|lo|lax|loalala|=

R =T =" S I [

R = R e N I =T

Assays

Neg
0

1
0
1

=R - T T T I A e R Y

Export Results

(95
1.00 (0.04:1.00)
0.00 (0.00:0.51)
0.19 (0.10:0.31)
0.00 (0.00:0.94)
0.00 (0.00:0.13)
0.00 (0.00:0.94)
0.00 (0.00:0.51)
0.40 (0.27:0.54)
0.00 (0.00:0.08)
0.00 (0.00:0.94)
0.00 (0.00:0.13)
0.00 (0.00:0.51)
0.64 (0.50:0.76)
0.29 (0.17:0.41)
0.00 (0.00:0.94)
1.00 (0.04:1.00)
0.00 (0.00:0.06)
0.00 (0.00:0.13)
0.03 (0.00:0.12)
0.00 (0.00:0.94)
0.00 (0.00:0.94)
0.57 (0.43:0.70)
0.00 (0.00:0.61)
0.03 (0.00:0.12)
0.00 (0.00:0.94)
0.00 (0.00:0.13)

00l fnono-noneY

Response Freq.
‘}ECI) “

30



Results Page: Assays Tab — Subtabs

Coronavirus {|D:11118)

Aszzays
(12016)

T Cell Assays '\{ E Cell Assays { MHC Ligand Assays \
{1644 (2073} (B20c3) A
]
Go To Records Starting At @ Export Results (Y
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D w Reference w Epitope ~ Host w Immunization w» Assay Antigen 'E;:ﬂ ¥ MHC e v Assay A~
Relation Restriction Description
1310331 |5 Xue A %o | Mus musculus C57BLIE e | Administration in vive with TWWRPIEDYHTLT Enitope H2-b class Il V| 2Hhymidine
‘i‘rgglfgy TVYVRPIEDYHTLT Murine hepaiitis wirus strain Membrane protein (M proliferation
Membrane protein (M JHM {Murine coronavines protein) (Membrane Positive-High
protein) (Membrane mhv (STRAIN JHM)} glycoprotein) (E1
glycoprotein) (E1 (Taxonomic Sibling) ghycoprodein ) (Matrix
glycoprotein) (Matrix glycoprotein) (133-147)
glycoprotein) (133-147) Murine hepatitis virus strain
Murine hepatitis virus strain JHM {Murine soronavinus
JHM {(Murine coronavinus mhv (STRAIN JHM)}
mhv (STRAIN JHM))
1599758 M H Heemskerk; A A ¥ | Mus musculus C5TBLS Ve | Administration in viva with Spike glycoprotein precursor Source Anfigen H2-b class Il A A 3H-thymnidine
'1”;!5”; nology ACNIEEWLTARSVPS Murine hepaiitis virus strain Spike glycoprotein precursor praliferstion
Spike glycoprotein precursor A58 (Murine coronavirus minv Murine hepatitis virus strain Positive-Low
(328-342) (STRAIN AS9)) (Taxonomic A5Q (Murine coronavirus miy
Murine hepatitis virus strain Sibling) (STRAIN A59)}
AS9 (Murine coronavirus followed by
mhv (STRAIN A59)) Administration in vivo with
Murine hepatitis virus strain
A58 (Munine coronavirus miny
(STRAIN A59)) (Source
Cirganism)
followed by restimulation in
witro
6552583 |Jincun Zhao; A ¥ | Mus musculus HLA- ¥ | Administration in vivo with LLEQNIDAYKTFP Epitope HLA-DRE1*15:01 Ve | 3-thymidine
|2na ;FIEU nity LLEQNIDAYKTFP DRB1*1501 Tg LLEQMIDAYKTFP (Epitope) I protein [Human proliferation
N protein [Human betacoronavirus 2o Positive
betacoronavirus 2c EMCI2012] (350-252)
EMC/2012) (350-362) Human betacoronavirus 2c
Human betacoronavirus 2c EMC/2012 (human
EMC/2012 (human betacoronavirus 2c EMC)
betacoronavirus 2c EMC)
1655493 j‘ IM Ca"ﬁiﬂsa- h A ¥ | Mus musculus 2L Ve | Adminisration in viva with HSLGKWLGHPDHKE Strusturally Related H2-1As Ve | aHshymidine
i KVIAKWLAVNVL KVIAKWWLAVNVL (Epitope) Myelir profeolipid profein FHnyman
nsph (186-197) Mus musculus (mouse) Positive
Murine hepatitis virus
(mouse hepatitis virus)
1683876  |Anne M Ercolini; h A Ve | Mus musculus SIL Vo | Administration in vivo with KVIAKWLAVIL Epitope H2-s class I Vo | 2H-thyridine
J Meurgimmunol KVIAKWLAVNVL HELGKWLEHPDKF Reglicase polyprotein 1ab praliferation
Replicase polyprotein 1ab (3767-3778) Positive
(3ITET-377E) Murine hepafitis virus {mouse
Murine hepatitis virus hepatitis virus)
(maouse hepatitis virus)
1844765  |J Ludovic Croxford; A A Ve | Mus musculus SIL Vo | Administration in viva with FVIAKWWLAVNVL Enitope H2-sclass i Ve | aH-thymidine
’E(IJJBE: Immunol EVIAKWLAVNWVL KAAKWLEWNYL (Epitope) Reglicase polyprotein 1ab proliferatian
Replicaze polyprotein 1ab (3810-3830) Positive
(3519-3830) Murine hepatitis virus {mouse
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T Cell Assays \{ E Cell Assays { MHC Ligand Assays \
[164d) {2075) (B2 A\
Go To Records Starting At @ Export Results (Y
1644 Records Found Page[ 1 ]of66 EJED Per Page
E—
1] » Reference » Epitope » Host w Immunization » Aszszay Antigen En#gen ¥ MHC w Assay -~
PR L= Restriction Description
1310331 |5 Xue; e Ve | Mus musculus CSTBLE Ve | Administration in vive with TUWRRIEDYHTLT Egitope H2-bclass Il Ve | aHthymidine
‘i'rgglfw TVVVRPIEDYHTLT Murine hepatitis wirus strain Membrane protein (M proliferation
Membrane protein (M JHM {Murine coronavirus protein) (Membrane Positive-High
protein) (Membrane mhw (STRAIN JHM)} giycoprotein) (E1
glycoprotein) (E1 (Taxonomic Sibling) ghycoprodein ) (Matrix
glycoprotein) (Matrix glycoprotein) (133-147)
glycoprotein) (133-147) Murine hepatitis virus strain
Murine hepatitis virus strain JHM {Murine coronavins
JHM (Murine coronavinus mr (STRAIN JHM)]
mhv (STRAIN JHM))
1599758 M H Heemskerk: A Ve | Mus musculus CSTBLB Vo | Administration in viva with Spike glycoprotein precursor Source Antigen H2-b class Il Y IH-thymidine
IirggnSu nology ACMNIEEWLTARSVPS Murine hepatitis virus strain Spike glycoprotein precursor proliferation
Spike glycoprotein precursor A58 (Murine coronavirus minv Murine hepatitis virus strain Positive-Low
(328-342) (STRAIN AS9)) (Taxonomic A5Q (Murine coronavirus miy
Murine hepatitis virus strain Sibling) (STRAIN A59))
AS9 (Murine coronavirus followed by
mhv (STRAIN A59)) Administration in vivo with
Murine hepatitis virus strain
A5 (Murine coronavirus miv
(STRAIN A59)) (Sounce
Cirganism)
followed by restimulation in
witro
6552583 |Jincun Zhao; A ¥ | Mus musculus HLA- ¥ | Administration in vivo with LLEQNIDAYKTFP Epitope HLA-DRE1*15:01 Ve | 3-thymidine
|2na ;FIEU nity LLEQNIDAYKTFP DRB1*1501 Tg LLEQMIDAYKTFP (Epitope) I protein [Human proliferation
N protein [Human betacoronavirus 2o Positive
betacoronavirus 2c EMC/2012] (350-352)
EMC/2012) (350-362) Human betacoronavirus 2c
Human betacoronavirus 2c EMC/2012 (human
EMC/2012 (human betacoronavirus 2c EMC)
betacoronavirus 2c EMC)
1688493 j‘ IM Ca"ﬁiﬂsa- A ¥ | Mus musculus SIL Ve | Administration in viva with HSLGKWLGHPDKF Structurally Related H2-1As Ve | a-thymidine
19?&“” no KVIAKWLAVNYL KWVIAKWLAVNYL (Epitope) Myelin proteclipid protein proliferation
nsp6 (186-197) Mus musculus (mouse) Positive
Murine hepatitis virus
(mouse hepatitis virus)
1683876  |Anne M Ercolini; h A Ve | Mus musculus SIL Vo | Administration in vivo with KVIAKWLAVIL Epitope H2-s class I Vo | 2H-thyridine
J Meurgimmunol KVIAKWLAVNVL HELGKWLEHPDKF Reglicase polyprotein 1ab praliferation
Replicase polyprofein 1ab (3787-3778) Positive
(3TE7-3778) Murine hepatitis virus {mouse
Murine hepatitis virus hepatitis virus)
(maouse hepatitis virus)
1844765  |J Ludovic Croxford; h A ¥ | Mus musculus SIL Ve | Administration in vivo with KVIAHWLAVNL Epitope H2-s class I Vo | atthyridine
5 tIJJ Bél Immunol KVIAKWLAVHYL KWIAKWLAYNVL (Epitope) Replicase polyprotein 1ab praliferation
Replicaze polyprotein 1ab (3810-3830) Positive
(3519-3830) Murine hepatitis virus {mouse
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Go To Records Starting At @ Export Results (Y
1644 Records Found Page[ 1 |of66 E1ED Per Page
[} w Reference » Epitope + Host w Immunization » Aszszay Antigen -E;#Q&Il ¥ MHC e v Assay ~
Rel a%%en Restriction Description
1310331 S Xue, Vo | Mus musculus CSTELE  Ta | Administration in viva with TUYVREIEDYHTLT Epitope H2-b class Il Ve | 2Hthyridine
‘]"rgglrogy YWRPIEDYHTLT Murine hepatitis virus strain Memiorane protein (M proliferation
Membrane protein (M JHM {Murine coronavines protein) (Membrane Positive-High
proiein) (Membrane mhv (STRAIN JHNMJ} glycoprotein) (E1
glycoprotein) (E1 (Taxonomic Sibling) ghycoprodein ) (Matrix
glycoprotein) (Matrix glycoprotein) (133-147)
glycoprotein) (133-147) Murine hepatitis virus strain
Murine hepatitis virus strain JHM {Murine soronavinus
JHM {(Murine coronavinus mhv (STRAIN JHM)}
mhv (STRAIN JHM})
1599758 M H Heemskerk; A A ¥ | Mus musculus C5TBLS Ve | Administration in viva with Spike glycoprotein precursor Source Anfigen H2-b class Il A A 3H-thymnidine
'1“33‘5““"'093’ ACNIEEWLTARSVPS Murine hepaiitis virus strain Spike glycoprotein precursor praliferstion
Spike glycoprotein precursor A58 (Murine coronavirus minv Murine hepatitis virus strain Positive-Low
(328-342) (STRAIN AS9)) (Taxonomic A5Q (Murine coronavirus miy
Murine hepatitis virus strain Sibling) (STRAIN A59)}
AS9 (Murine coronavirus followed by
mhv (STRAIN A59)) Administration in vivo with
Murine hepatitis wirus strain
A58 (Munine coronavirus miny
(STRAIN A59)) (Source
Cirganism)
followed by restimulation in
witro
6552583 |Jincun Zhao; A ¥ | Mus musculus HLA- ¥ | Administration in vivo with LLEQNIDAYKTFP Epitope HLA-DRE1*15:01 3H-1hym'dine
|2na ;"IEU nity LLECQMIDAYKTFP DRE1*1501 Tg LLEQMIDAYKTFP (Epitope) I protein [Human proliferation
N protein [Human betacoronavirus 2o Positive
betacoronavirus 2c EMC/2012] (350-362)
EMC/2012) (350-362) Human betacoronavirus 2c
Human betacoronavirus 2c EMC/2012 (human
EMC/2012 (human betacoronavirus 2c EMC)
betacoronavirus 2c EMC)
1683493 .JAIM Carrlzlﬂsa- A ¥ | Mus musculus SIL &dministration in vive with HSLGKWLGHPDKE Strusturally Related H2-1As Y | atthyridine
1988 RVIAKWLAVHVL HVIAKINLAVNVL (Egitape) Myelin proteslipid protein prolferatian
nsph (186-197) Mus musculus (mouse) Positive
Murine hepatitis virus
(mouse hepatitis virus)
1683876  |Anne M Ercolini; h A Ve | Mus musculus SIL Vo | Administration in vivo with KVIAKWLAVIL Epitope H2-s class I Vo | 2H-thyridine
J Meurgimmunol KVIAKWLAVNVL HELGKWLEHPDKF Reglicase polyprotein 1ab praliferation
Replicase polyprotein 1ab (3767-3778) Positive
(3ITET-377E) Murine hepafitis virus {mouse
Murine hepatitis virus hepatitis virus)
(maouse hepatitis virus)
1844765  |J Ludovic Croxford; A A Ve | Mus musculus SIL Vo | Administration in viva with FVIAKWWLAVNVL Enitope H2-sclass i Ve | aH-thymidine
Egaél Immunol EVIAKWLAVNWVL KAAKWLEWNYL (Epitope) Reglicase polyprotein 1ab proliferatian
Replicaze polyprotein 1ab (3810-3830) Positive
(3519-3830) Murine hepatitis virus {mouse
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1510331 35 Xue; h A
Virclogy
1997
1599758 M H Heemskerk; h A
Immunology
1985
‘ 6552593 Jincun Zhao: h A
Immunity
2016
1688493 A M Carrizosa; h
J Immunal
1993
1683976 Anne M Ercolini; h A
J Meurcimmunal
1844765 J Ludovic Croxford; h
Eur J Immunol
2006

Epitope w Host

e | Mus musculus CETELS
TWYVRPIEDYHTLT
Membrane protein (M
protein) (Membrane
glycoprotein) (E1
glycoprotein) (Matrix
glycoprotein) (133-147)
Murine hepatitis virus strain
JHM (Murine corenavinus
mihv (STRAIN JHM))

¥ | Mus musculus C5TBLB
ACNIEEWLTARSVPS
Spike glycoprotein precursor
(328-342)
Murine hepatitis virus strain
ASD (Murine coronavirus
mhv (STRAIM A59])

o | Mus musculus HLA
LLEQMIDAYKTFP ORB1"1501 Tg
N protein [Human
betacoronavirus 2c
EMC/2012] (350-362)
Human betacoronavirus 2c
EMC/2012 (human
betacoronavirus 2c EMC)

¥ | Mus musculus SIL
KVIAKWLAVNWVL
nspt (186-197)
Murine hepatitis virus
(mouse hepatitis virus)
e | Mus musculus SIL
FWVIAKWLAVNYL
Replicase pelyprotein 1ab
(ITBT-3778)
Murine hepatitis virus
(maouse hepatitis virus)

T | Mus musculus SIL
KVIAKWLAVNVL

Replicase polyprotein 1ab
(3519-3830)
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Administration in vivo with
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A58 (Murine coronavirus minv
(STRAIN A59)) (Taxonomic
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Administration in vivo with
Murine hepatitis wirus strain
A58 (Munine coronavirus miny
(STRAIN A58)) (Sounce
Cirganism)

followed by restimulation in
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Administration in vivo with
LLEQNID®YKTFP (Epitope)

Administration in vivo with
KWVIAKWLAVNYL (Epitope)

Administration in vivo with
HSLGKWLGHPDKF

Administration in wivo with
FAAKWLAWMYL (Epitope)

~ Assay Antigen

TWYWRFIIEDYHTLT
Memiorane protein (M
protein) (Membrane
glycoprotein) (E1
ghycoprodein ) (Matrix
ghycoprotein) (133-147)
Murine hepatitis virus strain
JHM {Murine coronavirus
mbv (STRAIN JHM))

Spike glycoprotein precursor
Spike glycoprotein precursor
Murine hepatitis virus strain
A58 (Murine coronavirus miv
(STRAIN A58))

LLEQMIDAYKTFP

M protein [Human
betacoronavirus 2o
EMCI2012] (350-362)
Human betacoronavirus 2c
EMC2012 (human
betacoronavirus 2c EMC)

HSLGKWLGHFDKF
Myelin proteolipid protein
Mus musculus (mouse)

FOIAKWLAVML

Reglicase polyorotein 1ab
(3787-3778)

Murine hepatitis virus {mouse
hepatitis virus)

FOVIAWLAVNVL

Replicase polyprotein 1ab
(3819-3830)

Murine hepatitis virus (mouse

Antigen
Epitope
Relation

Epitope

Source Anfigen

Structurally Related

Epitope

¥ MHC
Restriction

H2-b class Il h

H2-b class Il h

HLA-DRE1*15:01 h A

H2-1As b A

H2-s class I h A

H2-s class Il h

Export Results ﬂ

Per Page

w Assay

Description

3H-thymidine
proliferation
Positive-High

3H-thymnidine
proliferation
Positive-Low

IH-thymidine
proliferation
Positive

3H-thymidine
proliferation
Positive

IH-thymidine
proliferation
Positive

3H-thymnidine
proliferation
Positive

~
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IMMUNE EPITOPE DATABASE
AND ANALYSIS RESOURCE

Reference

Home Specialized Searches  Analysis Resource

Reference

Reference Type

Literature

IEDB_Reference: 1036475

Title

Airway Memory CD4(+) T Cells Mediate Protective Immunity against Emergin
g Respiratory Coronaviruses.

Authors

Jincun Zhao; Jingxian Zhao; Ashutosh K Mangalam; Rudragouda Channappan
avar; Craig Fett; David K Meyerholz; Sudhakar Agnihothram; Ralph 5 Baric; C
hella § David; Stanley Perlman

Affiliations

State Key Laboratory of Respiratory Diseases, Guangzhou Institute of Respira
tory Disease, The First Affiliated Hospital of Guangzhou Medical University, G

uangzhou 510120, China; Department of Microbiclogy, University of Iowa, Io
wa City, IA 52242, USA. Electronic address: zhaojincun@agird.cn; Department
of Pathology, University of Iowa, Iowa City, IA 52242, USA; Department of Mi
crobiology and Immunolegy and Department of Epidemiology, University of N
orth Carolina, Chapel Hill, NC 27599, USA; Department of Immunology, Mayo
Clinic, Rochester, MI 55905, USA; Department of Microbiology, University of 1
owa, Towa City, 1A 52242, USA, Electronic address: stanley-perman@uiowa.e
du.

Journal

Immunity

PMID:27287409 O

Year

2016

Abstract

Two zoonotic coronaviruses (CoVs)-SARS-CoV and MERS-CoV-have crossed s
pecies to cause severe human respiratory disease. Here, we showed that ind
uction of airway memory CO4{+) T cells specific for a conserved epitope shar
ed by SARS-CoV and MERS-CoV is a potential strategy for developing pan-cor
onavirus vaccines. Airway memory CD4+) T cells differed phenotypically and
functionally from lung-derived cells and were crucial for protection against bo
th CoVs in mice. Protection was dependent on interferon- and required early i
nduction of robust innate and virus-specific CD&(+) T cell responses. The con
served epitope was also recognized in SARS-CoV- and MERS-CoV-infected hu
man leukocyte antigen DR2 and DR3 transgenic mice, indicating potential rel

evance in human populations. Additionally, this epitope was cross-protective

between human and bat CoVs, the progenitors for many human CoVs. Vaccin
e strategies that induce airway memory CO4{+) T cells targeting conserved e
pitopes might have broad applicability in the context of new CoVs and otherr
espiratory virus outbreaks.

Curation Last Updated

2020-09-11 03:30:2%
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Epitope

Epitope

Epitope ID

Q585586

IEDE_epitope: 955586

Chemical Type

Linear peptide

Linear Sequence

LLEQNIDAYKTFP

Source Molecule Name

M protein [Human betacoronavirus 2c EMC/2012]

GenPept:AFS83943.1

Source Organism

Human betacoronavirus 2c EMC/2012 (human betacoronavirus 2c EMC)

MCBITaxon:1235996 8

Starting Position

350

Ending Position

362

Epitope Reference Details

Epitope Structure Defines

Exact Epitope

Epitope Name MERS N350 peptide
Reference Starting Position 350

Reference Ending Position 362

Location of Data in Reference Figure &

2020 IEDB User Workshop
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Immunization

Immunization

Host Organism

Mus musculus HLA-DRB1*1501 Tg

ONTIE: 0001194 OF

1st In Vivo Process

In Vivo Process Type

Administration in vivo

Administration Details

Adjuvants

Freund's complete;

Route

Subcutaneous {s.c.)

Dose Schedule

1 dose of 100 pg

1st Immunogen

Epitope Relation

Epitope

Chemical Type

Linear peptide

Linear Sequence

LLEQNIDAYKTFP

Source Molecule Name

M protein [Human betacoronavirus 2c EMC(2012]

GenPept:AFs33943,1

Source Organism

Human betacoronavirus 2c EMC/2012 (human betacoronavirus 2c EMC)

NCBITaxon: 1235996 O

Starting Position

350

Ending Position

362

Immunization Comments

Immunization Comments

Mice transgenic for human HLA class I1 DR2 (DRB1*1501) on a C57BL/10 (H-
2b) background were immunizad with the epitope. Draining lymph nodes wer
& harvested 10 days later.

2020 IEDB User Workshop
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Effector Cells

T Cell Assay
Qualitative Measurement Positive
Method/Technigue 3H-thymidine OBI:1110180 OF

Measurement of

proliferation

Effector Cells

Effector Cell Tissue Type

Lymph Node

UBERON:0000029 OF

Effector Cell Type

Lymph node cells

http://purl.cholibrary.org/ob
o/OBI_1110041

Effector Cell Culture Conditions Direct BEx Vivo
Antigen Presenting Cells
Cell Tissue Type Lymph Node UBEROMN:0000029 OF

Cell Type

Lymph node cells

http://purl.obolibrary.org/ob
o/OBI_1110041

Cell Culture Conditions

Direct Ex Vivo

MHC Allele

MHC Allele Name

HLA-DRE1*15:01

MRO:0001331 O

MHC Evidence Code

T cell assay -Single MHC type present

2020 IEDB User Workshop
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Antigen

Antigen

Epitope Relation

Epitope

Chemical Type

Linear peptide

Linear Sequence

LLEQNIDAYKTFP

Source Molecule Name

M protein [Human betacoronavirus 2c EMC/2012]

GenPept:AF585943.1

Source Organism

Human betacoronavirus 2c EMC/2012 (human betacoronavirus 2c EMC)

MCBITaxon:1235996

Starting Position

330

Ending Position

362

Assay Reference Details

Assay Comments by IEDB Curator

Mice expressing human HLA-DRZ, but not HLA-DR3, responded to the epitop
&

Location of Assay Data in Reference

Figure &

2020 IEDB User Workshop

39



Results Page: Receptors Tab — Subtabs

LT e W Fositive Assays Only ll @ Organism: Coronavirus {I0:11118)

Epitope Antigens s5ays Receptors
018 (34273)
T Cell Recepiors. ) B Cell Recepiors
{B4258) (15}
Go To Records Starfing Af Export Results (8
84258 Records Found Page of 3371 B £ Per Page
Group ID A Species w Type w Chain 1 COR3 w Chain 2 COR3 v
m Homao sapiens (human) aff not available ASSIRSSYEQY
8673 W& | Homea sapiens (human) af naot available ASSSVNEQF
G678 ‘We | Homo sapiens (human) af mat available ASSIGVYEYT
8681 ¥ | Homa sapiens (human) of net available ASSIRSAYVEQY
8684 Ve | Homo sapiens (human) of not available ASSERESYEDY
8683  Va| Homo sapiens (human) of not available ASSTREAVEDY
8686 Ve | Homo sapiens (human) of not available ASSVRSSYEDY
8657 ¥ | Homo sapiens (human) af not available ASSIGSYGYT
8786 Va| Homo sapiens (human) of not available ASSEDESYEDY
9083 V& | Homo sapiens (human) af not available SVGNEQF
9085 V& | Homo sapiens (human) af not available SVGDGNTGELF
9314 V& | Homo sapiens (human) af not available ASSLAGGYEQY
9337 Ve | Home sapiens (human) ap not available SVERDTEAF
9447 W4 | Homo sapiens (human) ap not available ASSLGGTEAF
9563 W& | Homo sapiens (human) ap not available ATSROPGSYEQY
9702 ¥ | Homo sapiens (human) ap not available ATSAGNTGELF
9713 V| Homo sapiens (human) ap not available ATSRGQGYEQY
9778 W& | Homa sapiens (human) ap not available ASSPYSNQPQH
9813 W& | Homo sapiens (human) ap nat available SASTENTGELF
10007 W& | Homa sapiens (human) ap ot availabie SEEELEAE
10011 ¥4 | Homa sapiens (human) ap not available ASSEGSYEQY
10071 W& | Homa sapiens (human) ap not available ASSLGRGPSYEQY
10189 W& | Homo sapiens (human) ap nat available ASSLYNEQF
10317 W& | Homa sapiens (human) ap not available ASSLGQGIVGYT
10371 W& | Homo sapiens (human) ap nat available ASSLLGAEAF
84258 Records Found Page of 3371 B £ 25 | Per Page
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Coronavirus {I0:11118)

Assays Receptors
(12018) (24273}
T Cell Recepiors. B Cell Recepiors \
{B425E) (15} \
Go To Records Starting At[ 1200 |(&3) Export Results (8
84258 Rerords Found Page of 3371 6] Per Page
v Type w Chain 1 COR3 w Chain 2 COR3 v
Ve JHoma sapiens (huma n) aff not available ASSIRSSYEQY
Yo Horo sapiens (human) af not svailable ASSEVMEQF
Ve JHoma sapiens (huma n) aff not available ASEIGVYEYT
Yo Horo sapiens (human) af not svailable ASSIRSAYEQY
Ve JHomo sapiens (human) aff nat available ASESRESYEDY
Ve Hormo sapiens (human) af not svailable ASSTRSAYEQY
Ve JHomo sapiens (human) aff nat available ASEVRESYEDY
Ve Hormo sapiens (human) af not svailable ASSIGEYGYT
Ve JHomo sapiens (human) aff nat available ASESDSSYEDY
e flHoma s2piens (human) af nat available SVGNEQF
W JHoma sapiens (huma n) af nat available SVGDGNTGELF
T fHoma sapiens (human) af not 2vailable ASSLAGGYEQY
Ve JHomo sapiens {human) af nat available SVERDOTEAF
T fHoma sapiens (human) aPf not available ASSLGGTEAF
W JHoma sapiens (huma n) ap not available ATSROPGSYEQY
T fHoma sapiens (human) aPf not available ATSAGNTGELF
W JHoma sapiens (huma n) ap not available ATSRGAGYEQY
T fHoma sapiens (human) aPf not available ASSPYSNQPQH
W Homa sapiens {hurman) ap not available SASTENTGELF
T fHoma sapiens (human) aPf not available ASSGYNEQF
W Homa sapiens {hurman) ap not available ASSEGSYEQDY
T fHoma sapiens (human) aPf not available ASSLGOGPSYEQY
W Homa sapiens {hurman) ap not available ASSLYNEQF
T fHoma sapiens (human) aPf not available ASSLGRGIYGYT
W Homa sapiens {hurman) ap not available ASSLLGAEAF
84258 Records Found Page[ 1 |of3371 B E] 25 | Per Page
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T cell receptor (receptor group ID 9314)

Beta TCR. with beta chain CDR3 of ASSLAGGYEQY was reported in Homo sapiens (human).

beta it
Gene usage CDR sequences Gene usage CDR sequences Ep (# assays)
\'H CDOR1: ViTREVS-1 COR1: NLVPMVATY (1), GNYTVSCLPFTI (1), LSPRWYFYYL (2)
D: CDR2: D: CDR2:
iH CDR3: L:TREIZ-7 CDR3:ASSLAGGYEQY
W Domain: ¥ Domain:
Epitope summary

assays ).

This TCR was studied for the following epitopes NLVPMVATY studied as part of 65 kDa phosphoprotein from Human herpesvirus 5 (Human cytomegalovirus) (epitope ID 44920, 1 publication,
1 assay), GNYTVSCLPFTI studied as part of Other Severe acute respiratory syndrome-related coronavirus (Human coronavirus (straim SARS)) protein from Severe acute respiratory syndrome-
related coronavirus (Human coronavirus (strain SARS)) (epitope ID 1074912, 1 publication, 1 assay) and LSPRWYFYYL studied as part of Other Severe acute respiratory syndrome-related

coronavirus {Human coronavirus (strain SARS)) protein from Severe acute respiratory syndrome-related coronavirus (Human coronavirus {strain SARS)) (epitope ID 1074928, 1 publication, 2

2020 IEDB User Workshop
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lHef 1D w PMID w Author w  Title w Abstract w Date w I
21845421 Junghyun Goo; uji Jeong: YWoung-Shin Park: Characterization of nowel monodonal Middle East Respiratory Syndrome 2020
Eunji Yang; Dae-Im Jung; Semi Rhao; Un antibedies against MERS-coronavirus spike coronavirus (MERS-CoV) causes severe
Paric Hyey=ong Sung; Pil-Gu Park; Jung-Ah prodedn. pulmonary infection, with ~35 % mortality.
Choi; Sang Hwan Seo; Mam Hyuck Cho; Spike glycoprotein (5) of MERS-CoV is a key
Hyeia Les; Jae Myun Lee; Jae-Ouk Kim; target for vaccines and therapeutics becaus
Manki Song LIrOre. .
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| Coronavirus (ID:11118) (1| B Finder |

Antigen Name
| Ex: core, capsid, myosin ||'§ Finder | Antigen ()
—

X Coronavirus (ID:11118)

Ex: influenza, peanut Finder |
Antigen Name
Ex: core, capsid, myosin | | E Finder |

Antigen (3

Organism

covid-19| |'§ Finder |

SARS-CoVZ (1D:2697049, COVID-19)

Ex: core, capsid, myosin
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[\
(]

IMMUNE EPITOPE DATABASE
AND ANALYSIS RESOURCE

-

A

-

Epitope (2)

@ Any Epitopes
() Linear Epitope

(O Discontinuous Epitopes

O MNon-peptidic Epitopes

|:| 3D structure available

Amino Acid Modification

Antigen (2)

Organism

I| SARS-CoV2 (ID:2697049, (1)

b,

-

Antigen Name

| Ex: core, capsid, myosin |

Receptor (2)

(] Has receptor sequenc

Type | Any Type

Bl L X Positive Assays Oniy

Epitopes
(3764)

3764 Records Found

Details w Epitope

7032 CSLWNGPHL
16156 FIAGLIAIV
33572 KSYEHQTPF
71917 VVYRGTTTY
17382 FPREGVFVF
28050 IPRRNVATL
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Specialized Searches

Analysis Resource

(12016)

¥ Organism: SARS-CoV2 (ID:2697049, COVID-19)

(84273)

Go To Records Starting At@
Page[_1_]of 151 EIED

v Organism
Y
Y

Antigen
Spike glycoprotein
Spike glycoprotein

Replicase polyprotein 1ab

Other Severe acute
respiratory syndrome-related
coronavirus (Human
coronavirus (strain SARS))
protein

Spike glycoprotein

Other Severe acute
respiratory syndrome-related
coronavirus (Human
coronavirus (strain SARS))
protein

2

Y

Y

Murine coronavirus

Severe acute respiratory
syndrome-related
coronavirus (Human
coronavirus (strain SARS))

Severe acute respiratory
syndrome-related
coronavirus (Human
coronavirus (strain SARS))

Severe acute respiratory
syndrome-related
coronavirus (Human
coronavirus (strain SARS))

Severe acute respiratory
syndrome-related
coronavirus (Human
coronavirus (strain SARS))

Severe acute respiratory
syndrome-related
coronavirus (Human
coronavirus (strain SARS))

(265)

Export Results @

Per Page

v #References v #Assays v

Y& 16 38
Y& 10 25
Y 9 16
Vel 8 16
Vel 7 14
Vel 7 11
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TR LE RS 3¢ Positive Assays Only

X Organism: SARS-CoV2 (1D:2697049, COVID-19)

Epitopes
(519)

2)

Assays
(1109)

Receptors
(84262)

References
(25)

Details
16156

16737

1071808

1073281

1073956

1125059

8956

519 Records Found

Epitope

FIAGLIAIV

FLLNKEMYL

PSKPSKRSFIEDLLFNKY

TESNKKFLPFQQFGRDIA

VVLSFELLHARATVC

FLFLTWICL

AEGSRGGSQA
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Go To Records Starting At @
Page of 21 @

Antigen

Spike glycoprotein

Other Severe acute respiratory
syndrome-related coronavirus
(Human coronavirus (strain
SARS)) protein

Spike glycoprotein

Spike glycoprotein

Other Severe acute respiratory
syndrome-related coronavirus
{(Human coronavirus (strain
SARS)) protein

Other Severe acute respiratory
syndrome-related coronavirus
(Human coronavirus (strain
SARS)) protein

Other Severe acute respiratory
syndrome-related coronavirus

Humnan cornmawinue foteain

v
A

Organism v
Severe acute respiratory Y%
syndrome-related coronavirus

(Human coronavirus (strain SARS))
Severe acute respiratory A
syndrome-related coronavirus

(Human coronavirus (strain SARS))

Severe acute respiratory Y%
syndrome-related coronavirus

(Human coronavirus (strain SARS))
Severe acute respiratory Y
syndrome-related coronavirus
{(Human coronavirus (strain SARS))
Severe acute respiratory Y
syndrome-related coronavirus

{(Human coronavirus (strain SARS))

Severe acute respiratory Y%
syndrome-related coronavirus
{(Human coronavirus (strain SARS))

Severe acute respiratory

s
syndrome-related coronavirus
Human coramauinee (eteain © 8 DG

Export Results Ly

Per Page

# References v # Assays v

2 5

2 7
2 3
2 3
2 2
2 2
1 3
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DTS
(84262)
Go To Records Starting A Bxport Results L]
25 Records Found Page[ 1 ]of1 Per Page
ReflD « PMID w  Author w Title w Abstract w Date w
1036945 T, Adaptive Bistechnologies ImmuneCODE-Releas=001.1 This dataset was penersted by Adaptive Biotechnologies and was 2020
manually imported inte the IEDB. De-identified blood samples from
Immun=RACE, including patients who were actively infected,
recovered or ..more...
1037393 W | azsaror7 ‘Yanchun Peng; Alexander J Mentzer, Guiiai Liu; Xuan Yao; Zixi Yin; - + ; The development of severe acute respirat di irus 2 2020
32887077 ] ] ] i ; Broad and st mory CD4* and CD8* T cells induced by SARS- spiratory syndrome coronavirus
o Danning Dong: VWanwisa Dejnirattisai; Timothy Rostron; Fiyada 32&2?,',"%&':5;'?:5,:“ indiuidigls {D||m";EC50IG|Du_1Q_ by (SARS-Co\-2) vaccines and therapeutics will depend on

Supasa; Chang Liu; Cesar Lopez-Camacho; Jose Slon-Campos; understanding viral immunity. We studied T cell memory in 42 patients
Yuguang Zhaa; David | Stuart; Guido C Faesen; Jonathan M Grimes; following ...maors....

Alfred AAntson; Oliver W Bayfield; Daerothy E D P Hawkins; De-Sheng

Ker; Beibei Wang: Lance Turtle; Krishanthi Subramaniam; Faul

Thomson; Ping Zhang; Christina Dold; Jeremy Ratciff; Peter

Simmonds; Thushan de Siva; Paul Soppc Dannielle Wellington;

Ushani Rajapaksa; YiLing Chen: Mariolina Sakic: Gicngic Napolitani;

Wayne Paes; Persephone Borrow; Benedikt M Kessler, Jeremy W

Fry; Nikolai F Schwake: Malcolm G Semgple; J Kenneth Baillie; Shona

C Moore; Peter J M Openshaw: M Azim Ansari; Susanna Dunachis;

Eleanor Bames; John Frater; Georgina Kem: Philip Goulder; Teresa

Lockett; Robert Levin; Yonghong Zhang; Ronghua Jing; Ling-Pei Ho;

Cieford Immunology Network Covid-19 Response T cell Consortium;
ISARIC4C Investigators; Richard J Comall; Christogher P Conlon;
Paul Klenerman; Gavin R Screaton; Juthathip Mongkolsapaya;
Andrew McMichael, Julian C Knight: Graham Ogg: Tao Dong

1037363 W, | aze13052 Jennifer R Habel; Thi H O Nguyen: Carolien E van de Sandt; Jennifer Suboptimal SARS-Co\-2-specific CD8* T cell response associated An improved understanding of human T cell-mediated immunity in 2020
o A Juno; Priyanka Chaurasia; Kathlzen Wreagg: Marioz Koutsakos; with the prominent HLA-S*0Z:01 phenotype. COVID-19 is important for optimizing therapeutic and vaccing
Luca Hensen; Xiacxiao Jia; Brenden Chua; Wuji Zhang; Hyon-Xhi sirategies. Experience with influenza shows that infection primes
Tan: Katie L Flanagan; Denise L Deolan: Jozeph Toresi; Weizsn Cpgte o
Chen; Linda M Wakim; Allen C Cheng; Peter C Doherty; Jan Petersen;

Jamie Rossjohn; Adam K Wheatle
Rawntree; Katherine Kedzierska

- Stephen J Ment Lovise C

1037251 ¥ | 22701072 Acaf Poran; Dewi Harjanto; Masthew Malloy; Christina M Arieta; Daniel | Sequence-based prediction of SARS-CoV-2 vaccine targets using a BACKSROUND: The ongeing COVID-19 pandemic has created an 2020
o A Rothenberg; Diwya Lenkala: Marit M van Buuren; Temi A Addona; mass spectrometry-based bicinformatics predicior identifies urgency to identify novel vaccine targets for protective immunity
Michael 5 Rooney; Lakshmi Srinivasan; Richard B Gaynor immunogenic T cell epitopes. apainst SARS-Co\-2. Early reports identify protective roles for both
humoral .. more. ..
1036587 Ve | 22245784 Meng Yuan; Nicholas C Wu; Xusyong Zhu; Chang-Chun D Les; Ray T A highly conserved cryptic epitope in the receptor-binding domains of The outbreak of COVID-18 caused by SARS-CoV-2 virus has now 2020
o ' So; Huibin Lv: Chris K P Mok: lzn A Wilson SARS-CoV-2 and SARS-Col become a pandemic, but thers is currently very Btle understanding of
the antigenicity of the virus. We therefore determined the crystal st
..mare...
1036835 V4 | 22433485 Trawor R F Smith; Ami Fatel; Stephanie Ramos; Dustin Ekwood; Immunogenicity of a DMA vaccine candidate for COVID-19. The coronavirus family member, SARS-Co\L2 has been identified as 2020
& Xizhou Zhy; Jian Yan; Ebony N Gary; Susanne N Walker; Katherine the causal agent for the pandemic viral pneumenia dissase, COVID-
Schultheis: Mansi Purwar: Ziyang Xu; Jewell Wakters; Pratik 19. At this time, no vaczing is available to controd further dissemina
Ehojnaganwala; Maria Yang; Neethu Chokkalingam; Patrick Pezzoli; e MOTE...

Elizabeth Farzyeh; Emma L Reuschel; Arthur Doan; Micholas Tursi;
Migusl Vasquez; Jihae Choi; Edpar Tello-Ruiz; Igor Maricic; Mamadou
A Bah; Yuanhan Wu; Dinah Amante; Daniel H Park: Yaya Dia; Al Raza
Ali; Faraz | Zaidi; Alison Generotti; Kevin ¥ Kim; Timothy A Heming;
Sophia Reeder; Viviane M Andrade; Karen Buttigieg; Gan Zhao; Jun-
Ming Wu; Dan Li; Linlin Bao; Jiangning Liu; Wei Deng; Chuan Qin;
Ami Shah Brown; Makan Khoshnejad; Nianshuang Wang: Jacgqusline
Chu; Daniel Wrapp; Jason 5 McLellan; Kar Muthumani; Bin Wang;
Miles W Carroll; J Joseph ¥im; Jean Boyer: Daniel W Kulp: Laurent M
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User Query: How can the IEDB be used in research
on COVID-19 immune responses?

Targets of T Cell Responses to SARS-CoV-2
Coronavirus in Humans with COVID-19 Disease and

Unexposed Individuals

Graphical Abstract
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In Brief

An analysis of immune cell responses to
SARS-CoV-2 from recovered patients
identifies the regions of the virus that is
targeted and also reveals cross-reactivity
with other common circulating
coronaviruses

PMID: 32473127

66



User Query: How can the IEDB be used in research
on COVID-19 immune responses?

PMID: 32473127
Abstract

Understanding adaptive immunity to SARS-CoV-2 is important for vaccine development, interpreting coronavirus
disease 2019 (COVID-19) pathogenesis, and calibration of pandemic control measures. Using HLA class | and |l
predicted peptide "megapools,"” circulating SARS-CoV-2-specific CD8* and CD4* T cells were identified in ~70%
and 100% of COVID-19 convalescent patients, respectively. CD4* T cell responses to spike, the main target of most
vaccine efforts, were robust and correlated with the magnitude of the anti-SARS-CoV-2 IgG and IgA titers. The M,
spike, and N proteins each accounted for 11%-27% of the total CD4* response, with additional responses
commonly targeting nsp3, nsp4, ORF3a, and ORF8, among others. For CD8* T cells, spike and M were recognized,
with at least eight SARS-CoV-2 ORFs targeted. Importantly, we detected SARS-CoV-2-reactive CD4* T cells in
~40%-60% of unexposed individuals, suggesting cross-reactive T cell recognition between circulating "common
cold" coronaviruses and SARS-CoV-2.

Keywords: CD4; CD8; COVID-19; SARS-CoV-2; T cells; coronavirus; cross-reactivity; epitopes.

Identification of coronavirus epitopes and associated literature references
To identify coronavirus epitopes and associated references,|the IEDB was searched|(on April 16, 2020) utilizing the following queries.
A first query was run to identify references associated with class | restricted CD8 epitopes, which utilized the criteria settings “An-
tigen”: Organism = Coronavirus (taxonomy ID 11118); “Assay”: Positive assays only; “Assay™: T cell assay; “MHC restriction” = MHC
Class II; no parameters were defined for “Host” or “Disease.” This query identified 57 references, which are listed and displayed
under the “References” tab on the results page.

A second guery was run to identify references associated with class Il restricted CD4 epitopes which utilized the criteria settings
“Antigen”: Organism = Coronavirus (taxonomy ID 11118); “Assay”: Positive assays only; “Assay”: T cell assay; “MHC restriction™ =
MHC Class II; no parameters were defined for “Host” or “Disease.” This query identified 27 references, which are listed and
displayed under the “References” tab on the results page.

A third query was run to specifically capture epitopes and map them back to the antigen of origin using the setting; “Antigen™: Or-
ganism = Coronavirus (taxonomy ID 11118); “Assay”: Positive assays only; “Assay”: T cell assay; no parameters were defined for
“MHC restriction,” “Host” or “Disease.” Results were exported as csv files, and then examined in Excel to tabulate the number
of CD4 and CD8 epitopes recognized in humans, mice, transgenic mice and other hosts associated with each respective antigen.
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User Query: How can we best use the IEDB
database so that the data can be publishable in
high impact factor journals?

Il

£ YouTube Search

IMMUNE EPITOPE DATA
AND ANALYSIS RESOURC(

.
¢

Welcome

The Immune Epitope Database (IEDB) is
a freely available resource funded by

NIAID. It catalogs experimental data on
antibody and T cell epitopes studied in welcome to
humans, non-human primates, and other
animal species in the context of infectious o
disease, allergy, autoimmunity and An ' E D B Ca Se Stu dy .
transplantation. The IEDB also hosts tools TB or not TB, that is the question
to assist in the prediction and analysis of
epitopes.
Learn More Thursday, September 3, 2020
09:00 a.m. PDT
Upcoming Events
o IMMUNE ETTTORE DATABASE
An IEDB Case Study: TB Sept 3 B i —— e
¥ we.binz?r recording here > >l ‘9 3:09 /51-05 £ o E] | m "1
FOCIS Virtual Booth Oct 28-31
User Workshop Nov 5-6 ) ) ) )
* register for workshop here An IEDB Case Study: TB or not TB, that is the question (webinar recording)

237 views * Sep 4, 2020 6 M o0 S SHARE =} SAVE

The IEDB has been cited more than 2,500 times (excluding self-citations)
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L.

(O Non-peptidic Epitopes

g R
G &
'“H,-m m
(® Any Epitopes »
O Linear Epitope

| Exact M+ |[Ex: SINFEKL

(O Discontinuous Epitopes

| Assay @

Positive Assays Only
T Cell Assays
B Cell Assays
MHC Ligand Assays

| Ex: neutralization ||:E Find |

.Antigen 6]

l Ex influenza, peanut I

Antigen Name

Organism

| Ex: core, capsid, myosin |

| MHC Restriction @

(® Any MHC Restriction
(O MHC Class |

(O MHC Class Il

(O MHC Nonclassical

" Host @

O ‘ Ex: dog, camel

(® Any Host ‘J
() Humans
O Mice

() Non-human Primates

||'.‘.'3 Find |

| Disease (@

(® Any Disease

() Infectious Disease
O Allergic Disease

O Autoimmune Disease

Epitope (2 ? :&.
-H“,-m "’I
(® Any Epitopes R,

v

(O Non-peptidic Epitopes

| Antigen @

—
O ex Haa0201 [B Fina |

=

O| Ex: asthma, diabet||:'3 Find |

Rese! | (EISKICIN

START YOUR SEARCH HERE & START YOUR SEARCH HERE €

 Epitope @

O Linear Epitope
| Exact M v |[Ex: SINFEKL

(O Discontinuous Epitopes

| Assay @

Positive Assays Only
T Cell Assays
B Cell Assays
MHC Ligand Assays

v

E

neutralization || B Find |

Organism

RMA

| MHC Restriction @

(® Any MHC Restriction
(O MHC Class |

s

I; RNA virus (1D:10002040)
[ Picormavirus (ID:12058)

Plant virus (RNA) (ID:10002044)
Bacteriophage (RNA) (ID:10002042)

— Variegated squirrel bornavirus 1 (ID:1885248)

Alternaria alternata (ID:5599, Torula alternata)

@ Borna disease virus (Borna disease virus BDV) (ID: 12455, Born. ..
Bacillus [genus] (ID:1386, Bacillus rRNA group 1)

Mammalian 2 orthobornavirus (Mammalian 2 bornavirus) (ID:18. .
Pseudomonas (ID:286, RNA similarity group )

-

ReST S | |

2020 IEDB User Workshop

69



User Query: Prediction and filtering of epitopes
applied to RNA virus
————

Antigens
(34) (15368)

Go To Records Starting At@ Export Resulis [
54 Records Found Page of3 B Per Pag
Antigen + JOrganism w | # Epitopes « # Assays w # References l
Hemagglutinin 70[‘ Influenza A virus Vo 1944 7389 632
Mucleoprotein Vol § infiuenza A virus Vofl 558 3161 516
Matrix protein 1 Y&l- Influenza A virus Ve 350 1758 37a
Polymerase acidic protein ilﬁ Influenza A virus Vo 237 958 146
RMA-directed RMA polymerase catalytic subunit Y.[. Influenza A virus Vaff 392 1404 129
Matrix protein 2 Y-I-l- Influenza A virus Vel 129 782 16
Neuraminidase 70[‘ Influgnza A virus Yo 303 1081 100
Polymerase basic protein 2 1[. Influenza A virus Vo 257 760 90
Mon-structural protein 1 Y&l- Influenza A virus Vo 115 395 79
Muclear export protein ilﬁ Influenza A virus o 45 205 45
Two components:Hemagglutinin & Hemagglutinin Yt[. Influenza A virus Vo 20 927 36
Hemagglutinin Ve | influenza B virus {Influenza virus type B) Vol 250 402 26
Protein PBE1-F2 70[‘ Influgnza A virus o 10 66 25
MNucleoprotein Y& J Influenza B virus {Influenza virus type B) Vo 71 a7 "
Other Influenza A virus profein Ve | influenza A virus Vo 32 50 6
Genome polyprotein ilﬁ Plum pox virus {Plum pox potyvirus) Yo 5 14 5
Neuraminidase V& Influenza B virus (Influenza virus type B) Vof 35 153 4
Matrix protein 1 Ve | influenza B virus {Influenza virus type B) Vol 62 68 4
RMA-directed RNA polymerase catalytic subunit i[‘ Influenza C virus {Influenza C viruses) Vol 4 45 3
Hemagglufinin-esterase-fusion glycoproiein 1[. Influenza C virus (Influenza C viruses) Yo 15 99 3
PB2-51 Y&l. Influgnza A virus Y s n 3
RMAZ polyprotein i[‘ Bean pod mottle virus (Bean-pod mottle virus) Vo 11 22 3
Genome polyprotein YQ[. Potato virus % (potato virus Y PVY) Yo 10 39 3
Two components:Meuraminidase & Meuraminidase 7!-[. Influenza A virus T 2 13 3
3b protein 70[‘ Cucumber mosaic virus {cucumber mosaic cucumovinus) o 2 5 2
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P

START YOUR SEARCH HERE ©

Epitope (2)

(® Any Epitopes R,
(O Linear Epitope
|ExactNw ||Bc sinFEkL |

(O Discontinuous Epitopes
(© Non-peptidic Epitopes

Positive Assays Only
[#] T Cell Assays
B Cell Assays
MHC Ligand Assays

| Ex: neutralization

.,

|| E Find |

Antigen (@

Organism

| Ex: influenza, peanut |

Antigen Name

| Ex: core, capsid, myosin |

| MHC Restriction (@

(® Any MHC Restriction
(O MHC Class |

(O MHC Class Il

(O MHC Nonclassical

S

Ol Bx HLA-A72:01 |B Find |
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[ Assay (2)
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[] T Cell Assays
[ ] B Cell Assays
MHC Ligand Assays

| Ex: neutralization

|| B Find |
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Assay (2)

[v] Positive Assays Only (-

[] T Cell Assays
[ ] B Cell Assays

MHC Ligand Assays

| Ex: neutralization

|| B Find |

.,

-

2020 IEDB User Workshop

Q, search By

-

Mams:

|Ex: purified MHC

Units:

MethodTechnique: |

Measurement Of; |

= Browse by Tree (Click to Select)
(= . immune epitope assay
[#] . T cell assay
[+ . B cell assay
[~ MHC ligand assay
[+ . MHC binding assay
i+ ] MHC ligand elution assay
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Assay (7
&
/

Positive Assays Only U

] T Cell Assays
[ ] B Cell Assays
MHC Ligand Assays
| Ex: neutralization ||'é Find |
MHC Restriction (2) &
(® Any MHC Restriction
O MHC Class | _ MHC Ligand Assays:
() MHC Class I
2,927,353

() MHC Nonclassical
Ol Ex HLA-A"2:01 | B Find |
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R

- Assay (7) éﬁ
Positive Assays Only [

(] T Cell Assays
[] B Cell Assays
MHC Ligand Assays

|| MHC binding assay \—[|' B Find ||

" MHC Restriction (@ &
O Any MHC Restriction
() MHC Class |
() MHC Class i

@\ HLA-B*27-02 pr

b

" Disease (3)
(®) Any Disease i

() Infectious Disease
() Allergic Disease
(O Autoimmune Disease

D‘ Ex: asthma, diahet| B Find |

SRl Search

«
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User Query: MHC Binding Data — Exports

Ll S % Posilive Assays Only

X Mo Tcell assays 8| ¥ Mo B cell assays Bl ¥ MHC Ligand Assays: MHC binding assay

X MHC Restriction Type: HLA-E*27:02 protein complex (ID:MRO_00010583, HLA-B27 2)

Epitopes
(B8]

68 Records Found
Details « Epitope
33140 KRGILTLKY
33260 KRYKSIVICY
55565 RRFVNVVPTFE
138773 GRLTKHTKF
4136 ARHTPVHSW
4197 ARMILMTHF
13263 ELRSRYWAI
17661 FRYNGLIHR
213952 GRAAICGKY
22072 GRIDKPILK
24701 HRQSIITW
24702 HRQSIWITWH
33170 KRKKAYADF
33250 KRWILGLNK
55523 RRARSLSAERY
55556 RRFFPYYVY
55620 RRIVDLIEL
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N 8 8 A d 90

Go To Records Starting At@
Page of3 BE

Antigen

Actin, aortic smooth muscle

Famesyl diphosphate synthase (Famesyl
pyrophosphate synthetase,

dimethylallyltranstransferaze,
geranyliransiransferase), isoform CRA_a

405 ribosemal protein 330 (Fragment)

W

Y
Ve

Y

605 ribosomal protein L36 (UniProt: QoY 3UE) Va

Genome polyprotein
Genome polyprotein

Mucleoprotein

G0S ribosomal protein L28 (UniProt:P46779)

Genome polyprotein
605 ribosomal protein LS (UniProt.P62917)
Protein K1

Protein K1

Cytochrome ¢ oxidase subunit 1

Gag polyprotein

Epstein-Bam nuclear anfigen 4
Proteasome subunit beta type-1

Epstein-Bamr nuclear antigen 6

N 88 J g

Organism

Homo sapiens (huma

Homo sapiens (huma

Homo sapiens (human)
Homo sapiens (human)
Hepatitis C virus
Hepatitis C virus
Influenza A virus
Homo sapiens (human)
Hepatitis C virus

Homo sapiens (human)

Human gammaherpesvinus 8 (Human

herpesvirus &)

Human gammaherpesvinus & (Human

herpesvirus 8)

Homo sapiens (human)

[x] Exportto CSV file. @

[] Export to CSV file with IRIs. @
=8 Export to EpiFilter. @

Human immunodeficiency virus 1 (human
immunodeficiency virus 1 HIV-1)

Human herpesvirus 4 (Epstein Barr virus)
Homo sapiens (human)

Human herpesvirus 4 (Epstein Barr virus)

Y
Y
Y
Y
Y
Ve
Y
Y
Va1
Ve
Y
A
Y
Y
Y

I Export Results (&

Per Page
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User Query: MHC Binding Data — Exports

Help [ More IEDE
AND ANALYSIS RESOURCE

11T 8 11 o positive Assays Only BINo T cell assays 8| No B cell assays B MHC Ligand Assays: MHC binding assay | MHC Restriction Type: HLA-B*27:02 protein complex (ID:MRO_0001083, HLA-B27.2)

Your export is being built. This page can be left open or bookmarked to check back later (Note: exports will expire 24 hours after being created).
Full downloads of the entire database can be found Here

G

Provide Feedback | Help Request | Solutions Center | Tool Licensing Information Last Updated: Octoner 13, 2020
Supported by 3 contract from the Mational Institute of Allergy and Infectious Diseases, 3 component of the Mational Institutes of Heakh in the Department of Heakh and Human Services.
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Top Header Row = Field Group
2"d Header Row = Field

Stable URL for Amino acid Position in Non-peptidic
every epitope modifications protein epitopes
A |
| |
Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope
Epitope IRI Object Type Description Epitope Epitope Starting Position Ending Position | Non-peptidic Epitope
Modified Modification Synonyms
Residue(s) (s)

http://www.iedb.org/epitope/4156 Linear peptide = ARHTPVNSW 2820 2828
http://www.iedb.org/epitope/4197 Linear peptide  ARMILMTHF 2841 2849
http://www.iedb.org/epitope/13263 Linear peptide  ELRSRYWAI 380 388
http://www.iedb.org/epitope/17661 Linear peptide  FRYNGLIHR 38 46
http://www.iedb.org/epitope/21982 Linear peptide = GRAAICGKY 2936 2944
http://www.iedb.org/epitope/22072 Linear peptide  GRIDKPILK 173 181
http://www.iedb.org/epitope/24701 Linear peptide  HRQSIWITW 82 90
http://www.iedb.org/epitope/24702 Linear peptide  HRQSIWITWH 82 91
http://www.iedb.org/epitope/33140 Linear peptide  KRGILTLKY 63 71
http://www.iedb.org/epitope/33170 Linear peptide  KRKKAYADF
http://www.iedb.org/epitope/33250 Linear peptide  KRWIILGLNK 262 271
http://www.iedb.org/epitope/33260 Linear peptide  KRYKSIVKY 86 94
http://www.iedb.org/epitope/55529 Linear peptide = RRARSLSAERY 243 253
http://www.iedb.org/epitope/55556 Linear peptide  RRFFPYYVY 127 135
http://www.iedb.org/epitope/55565 Linear peptide  RRFVNVVPTF 114 123
http://www.iedb.org/epitope/55620 Linear peptide  RRIYDLIEL 258 266
http://www.iedb.org/epitope/55763 Linear peptide  RRVKEVVKK 175 183
http://www.iedb.org/epitope/55779 Linear peptide  RRYPDAVYL 438 446
http://www.iedb.org/epitope/55785 Linear peptide  RRYQKSTEL 53 61
http://www.iedb.org/epitope/60777 Linear peptide  SRQRQAIPY 2145 2153
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User Query: MHC Binding Data — Epitope Exports

Source protein isoform of epitope,
author specified, 100% identical

Reference proteome source protein of
epitope, groups all same proteins, not
100% identical

Epitope
Antigen Name

Epitope
Antigen IRI

Epitope
Parent Protein

Epitope
Parent Protein IRI

polyprotein

polyprotein

NP

60S ribosomal protein L28
isoform 2

polyprotein

60S ribosomal protein L8
K1 glycoprotein

K1 glycoprotein [Human
herpesvirus 8]
alpha-actin

cytochrome c oxidase |

gag protein

2020 IEDB User Workshop

http://www.ncbi.nlm.nih.gov/protein/ABR25251.1
http://www.ncbi.nlm.nih.gov/protein/ABR25251.1
http://www.ncbi.nlm.nih.gov/protein/Q91UL1
http://www.ncbi.nlm.nih.gov/protein/NP_000982.2
http://www.ncbi.nlm.nih.gov/protein/ABY67667.1
http://www.ncbi.nlm.nih.gov/protein/NP_000964.1
http://www.ncbi.nlm.nih.gov/protein/AAT44989.1
http://www.ncbi.nlm.nih.gov/protein/AAT44977.1
http://www.ncbi.nlm.nih.gov/protein/AAA51577.1
https://ontology.iedb.org/ontology/ONTIE_0002983

http://www.ncbi.nlm.nih.gov/protein/AAX81417.1

sp|P27958| POLG_HCVH Genome polyprotein
0S=Hepatitis C virus genotype 1a (isolate H)
sp|P27958| POLG_HCVH Genome polyprotein
OS=Hepatitis C virus genotype 1a (isolate H)
sp|P03466| NCAP_I34A1 Nucleoprotein OS=Influenza
A virus (strain A/Puerto Rico/8/1934 HIN1)
sp|P46779|RL28_HUMAN 60S ribosomal protein L28
0OS=Homo sapiens OX=9606 GN=RPL28 PE=1 SV=3
sp|P27958| POLG_HCVH Genome polyprotein
OS=Hepatitis C virus genotype 1a (isolate H)
sp|P62917|RL8_HUMAN 60S ribosomal protein L8
0OS=Homo sapiens OX=9606 GN=RPL8 PE=1 SV=2
sp|Q2HRD5|K1_HHV8P Protein K1 OS=Human
herpesvirus 8 type P (isolate GK18) OX=868565
sp|Q2HRD5|K1_HHVS8P Protein K1 OS=Human
herpesvirus 8 type P (isolate GK18) OX=868565
sp|P62736| ACTA_HUMAN Actin, aortic smooth
muscle OS=Homo sapiens OX=9606 GN=ACTA2 PE=1
sp|P00395|COX1_HUMAN Cytochrome c oxidase
subunit 1 0S=Homo sapiens 0X=9606 GN=MT-CO1
sp|P03349| GAG_HV1A2 Gag polyprotein OS=Human
immunodeficiency virus type 1 group M subtype B
(isolate ARV2/SF2) OX=11685 GN=gag PE=1 SV=3

http://www.uniprot.org/uniprot/P27958
http://www.uniprot.org/uniprot/P27958
http://www.uniprot.org/uniprot/P03466
http://www.uniprot.org/uniprot/P46779
http://www.uniprot.org/uniprot/P27958
http://www.uniprot.org/uniprot/P62917
http://www.uniprot.org/uniprot/Q2HRD5
http://www.uniprot.org/uniprot/Q2HRD5
http://www.uniprot.org/uniprot/P62736
http://www.uniprot.org/uniprot/P00395

http://www.uniprot.org/uniprot/P03349
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User Query: MHC Binding Data — Epitope Exports

Source organism of epitope,
author specified

Reference proteome species of epitope,
groups all same

Epitope Epitope Epitope Epitope

Organism Name Organism IRI Parent Organism Parent Organism IRI

Hepacivirus C http://purl.obolibrary.org/obo/NCBITaxon_11103 Hepacivirus C http://purl.obolibrary.org/obo/NCBITaxon_11103
Hepacivirus C http://purl.obolibrary.org/obo/NCBITaxon_11103 Hepacivirus C http://purl.obolibrary.org/obo/NCBITaxon_11103
Influenza A virus (A/X-31(H3N2)) http://purl.obolibrary.org/obo/NCBITaxon_132504 Influenza A virus http://purl.obolibrary.org/obo/NCBITaxon_11320
Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606  Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606
Hepacivirus C http://purl.obolibrary.org/obo/NCBITaxon_11103 Hepacivirus C http://purl.obolibrary.org/obo/NCBITaxon_11103
Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606  Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606

Human gammaherpesvirus 8
Human gammaherpesvirus 8
Homo sapiens
Homo sapiens

Human immunodeficiency virus
1
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http://purl.obolibrary.org/obo/NCBITaxon_37296
http://purl.obolibrary.org/obo/NCBITaxon_37296
http://purl.obolibrary.org/obo/NCBITaxon_9606
http://purl.obolibrary.org/obo/NCBITaxon_9606

http://purl.obolibrary.org/obo/NCBITaxon_11676

Human gammaherpesvirus 8 http://purl.obolibrary.org/obo/NCBITaxon_37296
Human gammaherpesvirus 8 http://purl.obolibrary.org/obo/NCBITaxon_37296
Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606
Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606

Human immunodeficiency  http://purl.obolibrary.org/obo/NCBITaxon_11676
virus 1
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User Query: MHC Binding Data — Assay Exports

Top Header row = Field Group (Reference, Epitope, etc.)
2"d Header Row = Field (terms may repeat)

Stable URL for every

assay and reference Same epitope information

as in epitope export

Reference Reference Reference Reference Reference Reference Referen Reference Reference Epitope Epitope Epitope Epitope
Assay IRI ~ | Reference IR - | Type | PubMec - | Authors + | Journal - | Date |- |Title « | Submission || .| Epitope IRl ' |Object Type - |Description |- |Starting | -
http://www.iec http://www.iec Literature 7542549 LG Tussey; S Ro Immunity 1995 Different MHC class | alleles con http://www.iec Linear peptide ELRSRYWAI 380
http://www.iec http://www.iec Literature 12634388 Justin Stebbing;J Virol 2003 Kaposi's sarcoma-associated heihttp://www.iec Linear peptide HRQSIWITWH 82
http://www.iec http://www.iec Literature 12634388 Justin Stebbing;J Virol 2003 Kaposi's sarcoma-associated hei http://www.iec Linear peptide HRQSIWITW 82
http://www.iec http://www.iec Literature ~ 9820497 J M Brooks; RA 'J Immunol 1998 HLA-B27 subtype polymorphism http://www.iec Linear peptide RRARSLSAERY 243
http://www.iec http://www.iec Literature 9820497 J M Brooks; RA 'J Immunol 1998 HLA-B27 subtype polymorphism http://www.iec Linear peptide RRIYDLIEL 258
http://www.iec http://www.iec Submission Mikkel Harndahl; Kasper Lambe|2009 Large scale anal 1000422 http://www.iec Linear peptide SRQRQAIPY 2145
http://www.iec http://www.iec Literature 12122005 Manuel Ramos; J Biol Chem 2002 Molecular mimicry of an HLA-B2 http://www.iec Linear peptide RRKSSGGKGGSY 333
http://www.iec http://www.iec Literature 12122005 Manuel Ramos; J Biol Chem 2002 Molecular mimicry of an HLA-B2 http://www.iec Linear peptide RRFKEGGRGGKY 211
http://www.iec http://www.iec Literature 9820524 A Paradela; M GJ Immunol 1998 The same natural ligand is invol: http://www.iec Linear peptide RRFFPYYV 127
http://www.iec http://www.iec Literature 9820524 A Paradela; MGJ Immunol 1998 The same natural ligand is invol' http://www.iec Linear peptide RRFFPYYVY 127
http://www.iec http://www.iec Literature 23978718 Katja Nitschke;.J Hepatol 2014 HLA-B*27 subtype specificity de http://www.iec Linear peptide ARHTPVNSW 2820
http://www.iec http://www.iec Literature 23978718 Katja Nitschke;.J Hepatol 2014 HLA-B*27 subtype specificity de http://www.iec Linear peptide ARMILMTHF 2841
http://www.iec http://www.iec Literature 23978718 Katja Nitschke;.J Hepatol 2014 HLA-B*27 subtype specificity de http://www.iec Linear peptide GRAAICGKY 2936
http://www.iec http://www.iec Literature 23978718 Katja Nitschke;.J Hepatol 2014 HLA-B*27 subtype specificity de http://www.iec Linear peptide SRYWAIRTR 383
http://www.iec http://www.iec Literature 23978718 Katja Nitschke;.J Hepatol 2014 HLA-B*27 subtype specificity de http://www.iec Linear peptide KRWIILGLNK 262
http://www.iec http://www.iec Literature 25268942 Alejandro Barrig PLoS One 2014 A common minimal motif for thihttp://www.iec Linear peptide VRNKDLNTL 169
http://www.iec http://www.iec Literature 25268942 Alejandro Barrig PLoS One 2014 A common minimal motif for th http://www.iec Linear peptide KRLPADVLKK 150
http://www.iec http://www.iec Literature =~ 25268942 Alejandro Barrig PLoS One 2014 A common minimal motif for thihttp://www.iec Linear peptide HRQDINGKEM 100
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User Query: MHC Binding Data — Assay Exports

Top Header row = Field Group (Reference, Epitope, etc.)
2"d Header Row = Field (terms may repeat)

Assay

Location of assay data in
the manuscript

Fig. 4A

Figure 4

Figure 4

Figures 2 and 5, table IlI
Figures 2 and 5, table IlI

Figure 4 and table I
Figure 4 and table Il
Figure 4

Figure 4
Figures2and 4
Figure 2

Figure 2

Figure 2

Figure 2

Separate method and assay
group columns allow sorting

Assay
Method/Technique

lysate MHC/direct/radioactivity

cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
purified MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence
cellular MHC/direct/fluorescence

Figure 7 and Tables 1, 2, ar cellular MHC/direct/fluorescence
Figure 7 and Tables 1, 2, ar cellular MHC/direct/fluorescence
Figure 7 and Tables 1, 2, at cellular MHC/direct/fluorescence
Figure 7 and Tables 1, 2, 3, cellular MHC/direct/fluorescence
Figure 7 and Tables 1, 2, 3, cellular MHC/direct/fluorescence
Figure 7 and Tables 1, 2, ar cellular MHC/direct/fluorescence

Table 2

cellular MHC/direct/fluorescence

2020 IEDB User Workshop

Assay
Assay Group

qualitative binding

qualitative binding

qualitative binding

half life

half life

dissociation constant KD (~EC50)

half maximal effective concentration (EC50)
half maximal effective concentration (EC50)
half maximal effective concentration (EC50)
half maximal effective concentration (EC50)
qualitative binding

qualitative binding

qualitative binding

qualitative binding

qualitative binding

half maximal effective concentration (EC50)
half maximal effective concentration (EC50)
half maximal effective concentration (EC50)
half maximal effective concentration (EC50)
half maximal effective concentration (EC50)
half maximal effective concentration (EC50)
half maximal effective concentration (EC50)

Assay
Units

min
min
nM
nM
nM
nM
nM

nM
nM
nM
nM
nM
nM
nM

IRl is linked to ontology term
for assay (OBl ontology)

Assay
Assay Type IRI

-

http://purl.obolibrary.org/obo/OBI_0001556
http://purl.obolibrary.org/obo/OBI_0001606
http://purl.obolibrary.org/obo/OBI_0001606
http://purl.obolibrary.org/obo/OBI_0001559
http://purl.obolibrary.org/obo/OBI_0001559
http://purl.obolibrary.org/obo/OBI_0001543
http://purl.obolibrary.org/obo/OBI_0001561
http://purl.obolibrary.org/obo/0OBI_0001561
http://purl.obolibrary.org/obo/OBI_0001561
http://purl.obolibrary.org/obo/OBI_0001561
http://purl.obolibrary.org/obo/OBI_0001606
http://purl.obolibrary.org/obo/OBI_0001606
http://purl.obolibrary.org/obo/OBI_0001606
http://purl.obolibrary.org/obo/OBI_0001606
http://purl.obolibrary.org/obo/OBI_0001606
http://purl.obolibrary.org/obo/0OBI_0001561
http://purl.obolibrary.org/obo/0OBI_0001561
http://purl.obolibrary.org/obo/OBI_0001561
http://purl.obolibrary.org/obo/OBI_0001561
http://purl.obolibrary.org/obo/OBI_0001561
http://purl.obolibrary.org/obo/OBI_0001561
http://purl.obolibrary.org/obo/OBI_0001561

Assay

Qualitative
Measure

Positive
Positive
Positive
Positive
Positive
Positive-Low
Positive
Positive
Positive-High
Positive-High
Positive-High
Positive-High
Positive-High
Positive-Low
Positive-High
Positive-Low
Positive-Low
Positive-Low

Assay

Measureme
nt Inequali

Positive-Interm =

Positive-High
Positive-Low
Positive-High

2520
2220
5000
5000
7000
4000
3000

94000
136000
132000
43000
9000
77000
16000
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User Query: Is there a way to derive autoantigens
using the IEDB database?

| Antigen (%)

Organism

| Homo sapiens (human) (10

Antigen Name

| Ex: core, capsid, myosin |

" Host (3) I |
() Any Host

(® Humans I

(O Mice

() Non-human Primates

D| Ex: dog, camel |@]
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User Query: Is there a way to derive autoantigens
using the IEDB database?

" Host (3 I | [ Disease (3 [
(O Any Host (O Any Disease i

I:@I Humans | (O Infectious Disease
() Mice Allergic Disease
(O Mon-human Primates (@ Autoimmune Disease I

C:'| Ex dog, camel |@J | Ex: asthma, clial:-et"E Find |
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User Query: Is there a way to derive autoantigens
using the IEDB database?

% EBrowse by Tree (Click to Select)
H =‘ host health status

= =‘ disease
[+ . additional diseases by category

B . allergic diseass

~ animal model of disease

=~ =‘ animal model of autoimmune disease I

experimental Graves' dizease
[ experimantal arthritis

experimantal autoimmune encephalomyelitis (EAE)
experimental autoimmune glomerulonephritis (EAG)
experimantal autoimmune myasthenia gravis (EAMG)
experimental autoimmune myocarditis (EAM)
experimantal autoimmune neuritis (EAN)

experimantal autoimmune ovarian disease (oophoritis)
experimental autoimmune prostatitis

experimantal autoimmune sensorineural hearing loss

experimental autoimmune thyroiditis (EAT)

experimantal autoimmune uveitis (EAU)

|r|r:7|r|r|r|r|r::f|r*|r-*.|r

experimantal immune-mediated cholangiopathy

2020 IEDB User Workshop
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User Query: How can we search or analyze the
allergen peptides binding to MHC class | or class Il
molecules?

“Antigen ® ' | [ MHC Restriction @ #
Organism @ Any MHC Restriction
timo (O MHC Class |
Phleum pratense (timothy grass) (ID:15957, timothy) |

Aurantimonas manganoxydans S185-9A1 (Aurantimonas mangano...

Aurantimonas manganoxydans (ID:631183)

' MHC Restriction (3

() MHC Class |

(® MHC Class Il |
MHC Nonclassical

2020 IEDB User Workshop

&
(O Any MHC Restriction

Ol Bx HLA-A02:01 | B Find |
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User Query: How can we search or analyze the allergen
peptides binding to MHC class | or class Il molecules?

Ll B8 Sl % Positive Assays Only il % Organism: Phleum pratense (timothy grass) (ID:15957, imothy)

X MHC Restriclion Type: Class Il

hﬁ!‘.ﬂyﬁ Recen
(1158) (13196)
T Cell Aszays ‘-.L E Cell Assays \{ MHC Ligand Assays
(1353) 0 (11843} \ I
Go To Records Starting At
1353 Records Found F‘agelIl of 35 n m
1D v Reference v Epitope v Host Immunization v Assay Antigen Epitugg
Relation
1460417 W.D |"."|[]||E.lr[: Ve Ve | Homo sapiens Allergy to Pollen from Pollen allergen Phi p Source Antigen
Clin Exp Allergy AMGKATTEEQELIED | (human) Phleum pratenze Sb precursor
1998 INVGFKAAVAALASY {timothy grass) Paollen allergen Phi p
P (Derivative of Source Sb precursor
Pollen allergen Phl Organism) Phleum pratense
Sb precursor (35-6 followed by (timothy grass)
Phleum pratense restimulation in vitro
(timothy grass)
4991208 W.D |"."|[]||E.lr[: Y ¥ | Homo sapiens Allergy fo Pollen from Paollen from Phleum Derivative of Source
Clin Exp Allergy AMGKATTEEQELIED | (human) Phleum pratenze pratense (timothy Organizm
Leel INVGFKAAVAAAASY (timothy grass) orass)
PAA (Derivative of Source Phizum pratense
5F“Igrllen allerge% 5F“%I %J: ?Tlgalzn;; (timothy grass)
recursor = ollov
‘Ij'-t‘hIE%n prate%}se resfimulation in vitro
imothy grass
1453860 {P:lf'* ’”E“”ZA'?I”! A e | Homo sapiens Allergy to Pollen from | AALTSKLDAAYKLAY | Epitope
In £xp Allergy AALTSKLDAAYKLAY | (human) Phleum praiense KTAEGATPEAKYDAY
1999 KTAEGATPEAKYDAY (timothy grass) VATL
WATL (Derivative of Source Pallen allergen Phi p
Pollen allergen Phl p Organism} 5a (97-130)
5a (97-130) followed by Phleum pratense
Phleum pratense restimulation in vitro (timothy grass)
(timothy grass)
145598548 EIA vérmﬁ”; Va ¥a | Homo sapiens Allergy to Pollen from Major pollen allergen Taxonomic Sibling
19'39 Xp Alergy AL TSKLDAAYKLAY | (human) Phleum pratenze Lol p 5a precursor
KTAEGATPEAKY DAY itimothy grass) Major pollen allergen
LIATI fDarivrativra nf Srarea Lol m o mrcrnronr
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User Query: How can we search or analyze the allergen
peptides binding to MHC class | or class Il molecules?

Assay (%)

[¥] Positive Assays Only

V] T Cell Assays
[v] B Cell Assays

| Ex: IL-2 release

E MHC Ligand Assays

(B Finder |
| Ex ELISA |L_
[E

| Ex: purified MHC binding

Finder | I

2020 IEDB User Workshop

ASSAY FINDER 6

Current Selection(s} | x nHC binding assay

Q, search By

.
Mame:

|Ex: purified MHC

Units:

Measurement Of:

Method/Technique: |

= Browse by Tree (Click to Select)
- B MHC ligand assay

........ L B MHC binding assay _|

[+ - MHC ligand elution assay
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User Query: How can we search or analyze the allergen

peptides binding to MHC class | or class Il molecules?

M Organism: Phleum pratense (limothy grass) (1D:15857, timothy)

X MHC Ligand Assays: MHC binding assay il ¥ MHC Resfriction Type: Class Il

Fpitopes Antigens Assays
(11343)
T Cell Assays \{ B Cell Assays MHC Ligand Assays )
0 ) [11843) A\
Go To Records Starting At Export Results (&
11843 Records Found pagelil 75 w| Par Pags
1D +~ Reference +~ Epitope + Antigen Processing v MHC Restriction say Description [ Quantitative Measure v
2643032 5){? 1r1ée| Altmann Prof HLA-DRB1715:02 Y |Rurificd 1M
VAAAPOVKYAVFEAA LTKAI HC/compefitive/fluorescence
Pollen aller 5;1 I;E[I] bb alf ma:(lr:!al |r[\|rg|:5|g;ry
recurﬁor = ncentration
E’hleu]m pratense (timothy ositive-High
grass
2643024 Daniel Altmann Prof b A HLA-DRB1+01:01 Y | Burified 1nM
2016 VAAAPQVKYAVFEAA L TKAI HC/compelitive/fuorescence
Paollen aller 29;1 Efl‘l[ll 5b alf matxlnl‘!al |rtllr:élgac;ry
r&CUrSOI’ = ncentration
E’hleu]m pratense (timothy ositive-High
grass
2643014 5)64 1r1ée| Altmann Prof Y. HLA-DRB1*04:01 Ya |Ruritied 4nM
GGAYDTYKCIPSLEAAVKQA HC/competitive/Muorescence
Pollen aller 5!_;_1 |2:"|]"|é 5b alf matmr:!al IT::%:;;W
reCU[SOr ncentration
E’hleum pratense (timothy ositive-High
grass)
2643029 Daniel Altmann Prof L A HLA-DRE1*11:01 Y | Burified 14 nM
208 VAAAPQUKYAVFEAA LTKAI HC/competiive/uorescence
Pallen aller 5&51 |2:"l|’1'I[|J 5b alf matxlnl‘!al ITI%%E}E;W
rE'CU[SOF - ncentration
E’hleum pratense (timothy ositive-High
grass)
2643027 5){? 1r1ée| Altmann Prof HLA-DRB107:01 Vs |Rourified 1M
VAAAPOVKYAVFEAA LTKAI HC/compefitive/fluorescence
Pollen alle(r 5;1 PE[I] 5b alf ma:(lr:!al |r[1|rg|:5|g;ry
ECUrsor -2 ncentration
E’hleu]m pratense (timothy ositive-High
grass
2643028 Daniel Altmann Prof Y HLA-DRB1*09:01 Y | R urified 3nM
2016 VAAAPQVKYAVFEAA L TKAI HC/compelitive/Muorescence
Pollen aller 5!;1 5:% Eb alf matxlnl‘!al |rtllr:élgac;ry
rE}CUlSOI' = ncentration
E’hleu]m pratense (timothy ositive-High
grass
2643013 5)5{1éel Altmann Prof Yo HLA-DRB1+01:01 Yo Rurified 1nM
GGAYDTYKCIPSLEA AVEQA HC/competitive/Muorescence
Pallen aIIer en Phl p 5b alf rnatxlr:lal ITI%%E;W
reCU[SOr ncentration
E’hleum pratense (tirathy ositive-High
arass)
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User Query: How can we search or analyze the allergen
peptides binding to MHC class | or class Il molecules?

START YOUR SEARCH HERE ©

Epitope (2) o R Assay (@)
& CH|
WM, c:"ﬂ !
@ Any Epitopes A ' Positive Assays Only

O Linear Epitope T Cell Assays
| Exact M ||Ex: SINFEKL B Cell Assays
(O Discontinuous Epitopes MHC Ligand Assays
(O Non-peptidic Epitopes | Ex: neutralization || B Find |
Antigen (2) ‘ MHC Restriction () E.'
Organism (O Any MHC Restriction
| Ex: influenza, peanut | I (® MHC Class | I
(_) MHC Class Il

Antigen Name
O MHC Nonclassical

O| Ex: HLA-A*02:01 ||'_E_ Find |

" Host @ ' ' | [ Disease 6] 'Y'\
@ Any Host O Any Disease

| Ex: core, capsid, myosin |

O Humans O Infectious Disease

(O Mice I (®) Allergic Disease |

() Non-human Primates (O Autcimmune Disease

O | Ex: dog, camel “E Find | O| Ex: asthma, diabet-|| = Find |

eSSl Search
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User Query: How can we search or analyze the allergen
peptides binding to MHC class | or class Il molecules?

W RGIEN % Positive Assays Only Jll % MHC Restriction Type: Class | JlI % Disease Data: Allergic Disease

Epitopes ntigens T ) I LT CT BT S = T —
{46) (18) (115) (0) (32)
Go To Records Starting At @ Export Results @
46 Records Found Page of2 BE& Per Page
Details w Epitope v Antigen v Organism v # References v #Assays v
113234 nickel atom 71. 6 14
114999 sulfamethoxazole Tp 5 a
137341 abacavir Tq. 3 5
174842 carbamazepine Tl- 3 12
112741 2 4-dinitrophenyl group Y 2 7
114070 benzylpenicillin b 2 2
116652 piperacillin Y 2 7
35586 LELQFRRVKCKY V& | Phip1 Y& | Phleum pratense (timothy grass) Y4 1 2
42124 MMIEEYPYV Y | Der p1 Y Dermatophagoides pteronyssinus b AR 3
(European house dust mite)
59038 SLDLAEQEL V& | Der p1 Y Dermatophagoides pteronyssinus i1 3
(European house dust mite)
60436 SQFGGGSQY Y Eukaryotic translation initiation V4| Homo sapiens (human) Vel 1 1
factor 3 subunit D
74573 YLAYRNQSL Tp Derp1 Yp Dermatophagoides pteronyssinus Yp 1 3
(European house dust mite)
75058 YMIDPSGVSY V& | Proteasome endopeptidase V4| Homo sapiens (human) Va1 1
complex (UniProt: G3V4X5)
114080 1,4-phenylenediamine Tp 1 8
115001 nitrososulfamethoxazole 71- 1 2
113011 phenoxymethylpenicillin ) 1 1
115014 parthenolide Y 1 2
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User Query: How can we search or analyze the allergen
peptides binding to MHC class | or class Il molecules?

START YOUR SEARCH HERE ©

Epitope (3 o A Assay (3
& cHi
L cH WH |
@ Any Epitopes " ! Positive Assays Only

O Linear Epitope T Cell Assays

|Exact M |[Ex SINFEKL | B Cell Assays

(O Discontinuous Epitopes MHC Ligand Assays

(O Non-peptidic Epitopes | Ex: neutralization “ B Find |
Antigen (3

Organism

' MHC Restriction () E.'
(O Any MHC Restriction
‘ Ex: influenza, peanut |
Antigen Name (®) MHC Class Il
MNonclassical

‘ Ex: core, capsid, myosin | O ‘ Ex: HLA-A*02-01 “ '_E_ — |

"Host @ ' ' | [ Disease @ Y
@ Any Host O Any Disease

(O Humans () Infectious Disease
O Mice @ Allergic Disease
(O Non-human Primates L) AlUoImmune Disease

@) ‘ Ex: dog, camel ||§ Find | O‘ Ex: asthma, diabet-“ = Find |

Reset (EEEIN
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User Query: How can we search or analyze the allergen
peptides binding to MHC class | or class Il molecules?

(ST ED BRI CTEN % Positive Assays Only il ® MHC Restriction Type: Class Il il % Disease Data: Allergic Disease

Epitopes : Assays
(4549) (8011)
Go To Records Starting At @ Export Results (&
4549 Records Found Page|I| of 182 0 Per Page
Details w Epitope v Antigen + Organism v # References v # Assays v
113234 nickel atom e 26 89
114078 beryllium atom h 13 33
114080 1,4-phenylenediamine 71- 12 4
112741 2 4-dinitrophenyl group ?p 1 18
114070 benzylpenicillin Y g 28
114999 sulfamethoxazole Yr 9 82
30059 KCIEWEKAQHGA Ve Artvi Ve | Artemisia vulgaris (mugwort) ) AR 25
64937 TLLRAVESYLLA Y& Betvi V& | Betula pendula (white birch) Y% 8 36
14464 ETLLRAVESYLLAHS V& Betv1 V& | Betula pendula (white birch) Y& 6 40
16485 FKYNYSVIEGGP Y& | Betv1 Vs | Betula pendula (white birch) Yl 6 11
53231 RAVESYLLAHSD V& Betv1 V4 | Betula pendula (white birch) Y& 6 8
58605 SILKISNKYHTK V& | Betv1 ¥a | Betula pendula (white birch) Vil 6 10
115020 benzylpenicilloyl group 71- 6 1
12409 EICPAVKRDVDLFLTGT Y& Feldi V& | Felis catus (cat) Y% 5 8
14643 EVDHTNFKYNYS Y& | Betv1 Y& | Betula pendula {white birch) Ve 5 5
19597 GFPFKYVKDRVD Y& | Betv1 ¥a | Betula pendula (white birch) Va5 10
27784 IPAARLFKAFIL V| Betv1 V4 | Betula pendula (white birch) Y& 5 6
38854 LQIIDKIDAAFKVAA Y& Phips Y& | Phleum pratense (timothy grass) Ya| 5 14
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User Query: Navigating the IEDB resource efficiently
for vaccine development

START YOUR SEARCH HERE &

 Epitope @ 9 % | assay @
st P
(® Any Epitopes n. Positive Assays Only

O Linear Epitope [ T Cell Assays
| Exact M v | [Ex: SINFEKL B Cell Assays
O Discontinuous Epitopes [J MHC Ligand Assays

(O Non-peptidic Epitopes ‘ Ex: neutralization ||':E Find |

 Antigen @ | [ MHE Restriction @ a. '
Organism

(®) Any MHC Restriction
| Influenza A virus (1D:1132 :1 O MHC Class |

O MHC Class Il

(O MHC Nonclassical

O| Ex: HLA-A*02:01 ||'-'E Find |

 Host @ I | [ Disease @ Y
®) Any Host (® Any Disease

Antigen Name

| Ex: core, capsid, myosin |

() Humans () Infectious Disease
O Mice O Allergic Disease
(O Non-human Primates (O Autoimmune Disease

O| Ex: dog, camel ||-E Find | CI| Ex: asthma_.diabet"-E Find |

Reset. \EEIN
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User Query: Navigating the IEDB resource efficiently
for vaccine development

X NoT cellassays [l X No MHC ligand assays

(1123)

Go To Records Starting At[ 1200 |G8) Export Resuts (&

15 Records Found Page |I| of 1 Per Page
Antigen b4 Organism v # Epitupes v # Assays w # References w
Hemagglutinin Yq-l‘ Influenza A virus Yo 883 4170 234

Matrix protein 2 Y}“ Influenza A virus ﬂ a0 640 86

Two components:Hemagglutinin & Hemaggluiinin 74-[- Influenza A virus Va| 40 927 36

MNeuraminidase Yf“ Influgnza A virus Yﬁ a2 438 33

Mucleoprotein Yq-l‘ Influenza A virus Yo 27 100 16

Matrix protein 1 Y}“ Influenza A virus ﬁ 17 47 "

MNon-structural protein 1 71-[- Influenza A virus 79 14 59 7

Polymerase acidic protein Y}“ Influgnza A virus Yg a8 10 4

Polymerase basic protein 2 Ve il § infuenza A virus Va5 5 3

Muclear export protein Y}“ Influenza A virus ﬁ 5 B 3

Two components:Meuraminidase & Neuraminidase 71-[- Influenza A virus 79 2 13 3

Other Influenza A virus protein ‘n Influgnza A virus Yg 3 10 2

RMA-directed RMA polymerase catalytic subunit Ve il § infuenza A virus Va3 7 2

Protein PB1-F2 Ve i} nfiuenza A virus Va2 3 1

Two components:Polymerase acidic protein & Polymerase basic 71-[- Influenza A virus 79 1 4 1

protein 2

15 Records Found Page |I| of 1 Per Page
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User Query: Navigating the IEDB resource efficiently
for vaccine development

Immunome Browser €

Influenza A virus - Hemagglutinin Change Parameters |(2)

F’ending Filters [Fu@i‘liue Asszays Only [Organism: Influenza A virus {ID: 11320, influenza A]I [NoT cell assays I[Nu- MHC ligand assays

Epitope Assay Counts @
. Megative . Pozitive

£ ___--M“ it o ot
3 100

o

o

=

-

3 S0

=<

-

g

w L 23 65 37 129 161 153 225 257 289 221 3532 285 417 443 481 512 545

Position in Reference Antigen {Hemagglutinin)

Immunome Browser ©

Influenza A virus - Hemagglutinin Change Parameters |(2)
~

Pending Filters [F‘us'rlive Aszays Only [Organism: Influenza A virus (1D:11320, influenza A) | No B cell assays [Nu MHC ligand assays

Epitope Assay Counts @

B st 22 B oesitive 31

E —*—-—_-L-L.-L- —tn. ol i

5 200

Q

(%]

=

L)

@ 100

<

o

o

£

'IE [ T T T T T T T T T T T T T T T T T
1 24 57 100 132 166 199 232 265 298 321 264 397 430 463 436 523 562

Position in Reference Antigen (Hemagglutinin)
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User Query: Navigating the IEDB resource efficiently

for vaccine development

Influenza A virus - Hemagglutinin

Pending Filters (positive Assays Only| [Organism: Influenza A virus (ID:11320, influenza A) | [No B cell assays | [Mo MHC ligand assays | [MHC Restriction Type: Class |

[ Change Parameters \|(

Epitope Assay Counts @

B riegative B o=

L

Position in Reference Antigen (Hemagglutinin)

; _ A
3 60 —— —— — — mbm — —
3
L&)
:‘ 40 I’—‘
w
<
20
8 ’rﬂ“" J"J‘\L\
£ PR a - Iy [ o P S s @ A ]
= P 7 . = T T - 7 r T ; T : 7 T ; 1 T
w 23 &5 37 123 161 133 225 257 289 321 353 385 417 443 481 513 545

Influenza A virus - Hemagglutinin

i i | |
Pending Filters (positive Assays Only | [Organism: Influenza A virus (ID:11320, influenza A} | [No B cell assays | [No MHC ligand assays I [MHC Restriction Type: Class II I

Epitope Assay Counts @

B vegetive 12 B oot o

[ Change Parameters |@

200 -L—-_‘__L-L—‘_‘
m

Epitope Assay Count

Position in Reference Antigen (Hemagglutinin)
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100 ("\ | |
T 'v—/‘/—J |
i -
B o w\_ﬂ:?:‘—ﬂ"' - :Mm ' \,_‘,_L\_ P A /_\_\\.
0 = r : - : - . - ' - . - r - r ; —_—
1 24 57 100 122 166 139 232 265 298 221 364 397 430 463 436 525 se2
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User Query: Cross reactivity arising from similar
epitopes — Zika and Dengue

START YOUR SEARCH HERE @ START YOUR SEARCH HERE @

 Epitope @ g n | [ Assay @ Epitope @ B B @
"H’{;H WH | - .ma_m ok )
® Any Epitopes = Positive Assays Only @® Any Epitopes ™ Positive Assays Only
O Linear Epitope T Cell Assays O Linear Epitope T Cell Assays
[Exact M v |[Ex SINFEKL B Cell Assays [Exact M v |[Ex: SINFEKL B Cell Assays
(O Discontinuous Epitopes MHC Ligand Assays O Discontinuous Epitopes MHC Ligand Assays
O Non-peptidic Epitopes ‘ Ex: neutralization ||'-'-'E Find | O Non-peptidic Epitopes | Ex: neutralization ||'-'-'E Find |
Antigen (@ | [ MHC Restriction ® &. | Antigen ' MHC Restriction () E. '
Organism @ Any MHC Restriction =LA (® Any MHC Restriction
‘ Ex: influenza, peanut | O MHC Class | I| Zika virus (1D:64320) (O MHC Class |
Antigen Name O MHC Class I Antigen Name O MHC Class I _
(O MHC Nonclassical (O MHC Nonclassical

‘ Ex: core, capsid, myosin | | Ex: core, capsid, myosin |

O| Ex HLA-A*02°01 ||':'3 Find | O‘ Ex: HLA-A*02:01 ||§ Find |

‘Host @ ' | |/ pisease @ - | Host @ I | | Disease @ T
@ Any Host (® Any Disease i ® Any Host QO Any Disease

O Humans O Infectious Disease O Humans QO Infectious Disease
O Mice O Allergic Disease O Mice QO Allergic Disease

(O Non-human Primates (O Autoimmune Disease (O Non-human Primates Autoimmune Dise
O | Ex: dog, camel ||§ Find | @) | Ex: asthma, diabet||§ Find | O| Ex: dog, camel ||"-'-E Find | ® ‘ dengue disease (qu{:E Pl

Resel | (SECIN Rese! | QRGN

A e
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User Query: Cross reactivity arising from similar
epitopes — Zika and Dengue

Current Filters: £} Positive Assays Only |8 X Organism: Zika virus (ID:64320) 8 X Disease Data: dengue disease (ID:DOID:12205, Dengue Fever)

2020 IEDB User Workshop

Epitopes " antigens | = Assays N Receptors References
(68) 2 (102) 3 (10)

Go To Records Starting At @ Export
66 Records Found Page of3 B 25 v
Details w Epitope w Antigen Organism w |# References v #A
547255 %353: 5360, Q367, D373, R38O, G304, R542, 0543, Y& | Genome polyprotein Zika virus Yl 5
247256 E;eo, D361, $362, R363, R389, G392, G394, V443, Ve Genome polyprotein Zika virus Va1 5
369843 A R2, H2T, V46, TAT, M140, S149, G150, M151, 1152, V& | Two components: Genome polyprotein & Genome Zika virus Vol 1 1

polyprotein
591797 YGTCHHKKGEARRSR Y& | Genome polyprotein Zika virus Va1 1
740832 A7 R2, H2T, V46, TAT, M140, $149, G150, M151, 1152, V& | Two components: Genome polyprotein & Genome Zika virus A K 2
polyprotein

857759 AGITYTDRRWCFDGT V& | Genome polyprotein Zika virus Yl 2
857760 AIFMTATPPGTRDAF ¥ | Genome polyprotein Zika virus A K 4
857780 KRGDLPVWL Y& | Genome polyprotein Zika virus Va1 4
857781 KRGDLPVWLAYQVAS e | Genome polyprotein Zika virus Vol 1 5
857785 LRTVILAPTRVVAAE V& | Genome polyprotein Zika virus Va1 1
Bo7788 MVLAILAFLRFTAIK V& | Genome polyprotein Zika virus Yl 1
897792 PMYNLYIMDE AHFTD ¥ | Genome polyprotein Zika virus Yol 1 1
8o7811 YIMDEAHFTDPSSIA V& | Genome polyprotein Zika virus Vel 1 4
857862 DVGCSVDFSKKETRCGTG ¥4 | Genome polyprotein Zika virus Yol 1 1
886475 TLVDRGWGNGCGLFGKGS ¥4 | Genome polyprotein Zika virus Vel 1 4
919519 AGPLSHHNTREGYRTQMK ¥4 | Genome polyprotein Zika virus Yol 1 1
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User Query: Cross reactivity arising from similar

epitopes — Zika and Dengue

Zika virus (ID:64320)

¥ Diseaze Data: dengue disease (ID:DOID: 12205, Dengue Fever)

Assays
(66) (2) (102)
T Cell Assays \( B Cell Assays MHC Ligand Assays A
(23) (78) (0 \
Go To Records Starting At @ Export Re
23 Records Found Page | 1 | of 1 P
Antigen v
D v Reference v Epitope v Host w [ Immunization w JAssay Antigen Epmgpe MHC v Assay
t Restriction Description
Relation
4624853 Mei Qiu Lim; Vo | MVLAILAFLRFTAIKY, | Homo sapiens Infectious disease via  [| MVLAILAFLRFTAIK Epitope Ics
Front Immunol polyprotein (46-60) {human) exposure to Dengue polyprotein (46-60) IFMg release
2018 Zika virus virus (Taxonomic Zika virus Positive-Low
Sibling)
followed by
restimulation in vitro
4624665 | Mei Qiu Lim; % V& | Homo sapiens Infectious disease via AIFMTATPPGTRDAF Epitope ICS
;Eﬂ%t Immunel AIFMTATPPGTROAF | (human) exposure to Dengue nonstructural protein IFNg release
nonstructural protein virus (Taxonomic NS3 (312-326) Positive
N33 (312-326) Sibling) Zika virus
Zika virus followed by
restimulation in vitro
4624709 Mei Qiu Lim; Y ¥ | Homo sapiens Infectious disease via KRGDLPVWL Epitope ICS
Front Immunel KRGDLPVWL {human) exposure to Dengue nonstructural protein IFMg release
2018 nonstructural protein virus (Taxgnomic NS3 (537-545) Positive
NS3 (537-545) Sibling) Zika virus
Zika virus followed by
restimulation in vitro
4624866 | Mei Qiu Lim; Y V& | Homo sapiens Infectious disease via | KRGDLPVWLAYQVAS | Epitope Ics
Front Immuncl KRGDLPVWLAYQWVA | (human) exposure to Dengue nonstructural protein IFNg release
2018 s virus (Taxenomic NS3 (537-551) Positive
nonstructural protein Sibling) Zika virus
NS3 (537-551) followed by
Zika virus restimulation in vitro
4624669 | Mei Qiu Lim; Y ¥4 | Home sapiens Infectious disease via KRGDLPVWLAYQVAS | Epitope IS
Front Immunol KRGDLPVWLAYQWA | (human) exposure to Dengue nonstructural protein IFMg release
2018 g virug (Taxenomic NS3 (537-551) Positive
nonstructural protein Sibling) Zika virus
NS3 (537-551) followed by
Zika virus restimulation in vitro
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User Query: Cross reactivity arising from similar
epitopes — Self and Virus

START YOUR SEARCH HERE & START YOUR SEARCH HERE @

 Epitope @ ) | Assay ® ' | Epitope @ o " | [ Assay @
-m,-m.cm:‘ - 'ma'ﬂf“ﬁm.

(® Any Epitopes n. Positive Assays Only ® Any Epitopes R Positive Assays Only

O Linear Epitope T Cell Assays O Linear Epitope T Cell Assays

|Exact M v || Ex: SINFEKL B Cell Assays | Exact M v | |Ex: SINFEKL B Cell Assays

(O Discontinuous Epitopes MHC Ligand Assays O Discontinuous Epitopes MHC Ligand Assays

O Non-peptidic Epitopes | Ex: neutralization ||:'E Find | O Non-peptidic Epitopes | Ex: neutralization ||:'E Find |
Antigen (2) | [ MHC Restriction @ E.  Antigen (@ | MHC Restriction (@ E.

Organism ® Any MHC Restriction Qrganism @® Any MHC Restriction

1
| Ex influenza, peanut | O MHC Class | | Homo sapiens (human) (IC" (O MHC Class |
Antigen Name O MHC Class I Antigen Name O MHC Ciass Il )
(O MHC Nonclassical (O MHC Nonclassical
| Ex: core, capsid, myosin | O | Ex HLAA*02-01 ||:E Find | | Ex: core, capsid, myosin | O | Ex HLAA02 01 “:E Find |
" Host @ I | || pisease @ '  Host @ ‘ | [ Disease @ Y
(® Any Host (® Any Disease i ® Any Host O Any Disease
O Humans O Infectious Disease O Humans O Infectious Disease
O Mice O Allergic Disease O Mice O Allergic Disease
(O Mon-human Primates (O Autoimmune Disease (O Non-human Primates ' i -
O| Ex: dog, camel ||'.'.'E Find | O| Ex asthma, diabet||:'E Find | O‘ Ex: dog, camel ||:-E Find | @'| viral infectious di§EFE Find |
-

y, e

Reset \QEEIEIN e
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User Query: Cross reactivity arising from similar

epitopes — Self and Virus

(T TRRT G % Positive Assays Only

Details
36357

122748
36358

122486
122607
130673

2677
6015
12994
13735

16000
16172
16688
16692
17048
18135
18216

18379

Epitopes
(154)

154 Records Found

+ Epitope

LGYGFVNYI
EHRMTWDPAQPPR
LGYGFVNYV

MILHPDVQRRVQQEIDDVI

TEAFLAEMEK

alpha-NeusAc-(2-=8)-alpha-NeusAc-(2-=3)-beta-Gal-D-
(1-=3)-beta-D-GalNAc-(1->4Halpha-NeuSAc-(2-=8)-
alpha-NeusAc-(2-=3)]-beta-D-Gal-(1-=4)-beta-D-Glc-

(1==1}Cer

ALKTELEDTLDSTATQQELR

CAPESIEFPVSEARVLED

ELDQENEAALENGIKNEENT

EPQVYTLPPSR

FGKLNSLKSI
FIDLMSSRNL
FLKGNIKKEL
FLKKNRKKKL
FMKHMTSRQN
FVDLNNGKFY
FVKRNRGGKY

FYDNMNTGKLI
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¥ Organism: Homo sapiens (human) (ID:9606, human)

Antigens

v
%
%
%%
Y
%
%

A A8 49K

Assays
(339)

¥ Disease Data: viral infectious disease (ID:DOID:934, \Viral disease)

Receptors

Go To Records Starting At[ 1200 |€3)
Page of 7 E1ED

Anﬁgen

ELAV-like protein 4

Cytochrome P450 2D6

ELAV-like protein 1 {UniProtQ15717)
Cytochrome P450 2D6&

Cytochrome P450 2D6

Myosin-11 (UniProt:P35749)
Integrin beta-3
Matrin-3 (UniProt: P43243)

Immunoglobulin heawy constant gamma 1 (Fragment)
(UniProt: ADADAOMS08)

Tol-like receptor 5 (UniProt.060602)

Solute carrier family 23 member 2

Heme oxygenase 2

ATP-dependent RNA helicase DDX18
Unconventional myosin-Va (UniProt:Q9y411)

DMA repair protein RAD52 homolog (UniProt:P43351)

Meural cell adhesion molecule L1-like protein
(UniProt:000533)

Striatin

v

LI

v
v
v
Y
v

0 rga nism

Homo sapiens (human)
Homo sapiens (human)
Homo sapiens (human)
Homo sapiens (human)

Homo sapiens (human)

Homo sapiens (human)
Homo sapiens (human)
Homo sapiens (human)

Homo sapiens (human)

Homo sapiens (human)
Homo sapiens (human)
Homo sapiens (human)
Homo sapiens (human)
Homo sapiens (human)
Homo sapiens (human)

Homo sapiens (human)

Homo sapiens (human)

IR

A A8y a9

References
(48)

Export Results (&

Per Page
# References v # Assays v
3 7
3 3
2 3
2 3
2 2
2 3
1 1
1 1
1 1
1 1
1 1
1 1
1 1
1 1
1 1
1 1
1 1
1 1
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User Query: Cross reactivity arising from similar

epitopes — Self and Virus

[ R SN % Positive Assays Only

X Organism: Homo sapiens (human) (ID:9606, humian)

M Dizease Data: viral infectious disease (ID:DOID:934, Viral disease)

Epitopes s
o] )
[ T Cell Azsays w’ B Cell Assays [' MHC Ligand Assays
(233) 3 ) \

D v
1953462

1816261

1936454

1936452

1816264

93 Records Found

Reference

J Meuroimmunol
2001

C W Ang; A A

Neurolo
2000 o

Avristotelis Tsiakalos;
J Infect Dis
201

Ve
Aristotelis Tsiakalos:

J Infect Dis
201

C W Ang; A

MNeurolo
2000 o
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+ Epitope
K Kaida; Y

Assays

(331)

Ve
beta D-GalMAc-{1-
aI ha-MaubAc-

-beta-D-Gal-
beta 0-
aIN c-{1-x4)-

[alpha- NeuSAc -(2-
>3 |-beta-D-Gal- (I‘l-
=4 |-beta-D-Glc-(1<-
=1'}-Cer

Homo sapiens
(human}

Va | Homo sapiens Vo

Eanﬂl|05|de GM2

omo sapiens
(human}

NFLRGKLKLYTGEA
CRTGDR
E%ﬂwropmetln (174-

Homo sapiens
(human)

Y
EMEVGQQAVEWNQ

LALLSE
E thropoietin (&0-

Homo sapiens
(human)

Ve
alpha-MN-
acetglneuramlnosyl—

beta-D-
galac Usyl
aretvl-hata-l n.

» Host

Go To Records Starting Al@

Homao sapiens
(human}

{human}

Immunization

Homao sapiens
(human}

Homao sapiens
{human}

Homo sapiens
(human}

Infectious disease via
exposure to Human
herpesvirus 5
{Human
cylomegalovirus)
followed by
Occurrence of
autoimmune disease
{Guillain-Barre
syndrome)

Infectious disease via
exposure to
Herpesvirus

{ Structurally Related)
followed by
Occurrence of
autoimmune disease
{Guillain-Barre
syndrome)

Infectious disease via
exposure to Human
immunodeficiency
wirus 1 (human
immuncdeficiency
wirus 1 HIV-1)

Infectious disease via
exposure to Human
immunodeficiency
wirus 1 (human
immunodeficiency
wvirus 1 HIV-1)

Infectious disease via
exposure to
Herpesvirus
{Structurally Related)
followed by
Occurrence of

Export Results (8

(25 v Per Page

Assay Antigen Aﬂllﬁn Epitope «» Assay A~

beta-D-GalNAc-(1-
=4 alpha-MNeuSAc-
(2-=3)]-beta-D-Gal-
(1-=4)-beta-0-Glc-
(1=-=1"-Cer
beta-D-GalMAc-{1-
=d4)-[alpha-MNeuSAc-
(2-=3)]-beta-D-Gal-
(1-=4)-beta-D-Gle-
{1=-=>1"Cer

Homo sapiens
{human}

ganglioside GM2
{18:0)
ganglioside GM2
(18:0)

Homo sapiens
{human)

MFLRGELELYTGEA
C RTGDR
Enythropoietin (174-
193)

Homo sapiens
(human}

RMEVGQQAVEVWO
GLALLSE
Enythropoietin (80-99)
Homo sapiens
{human}

alpha-N-
acetylneuraminosyl-
(2-+3)-[beta-D-
galactosyl-(1-=3)-N-
acetyl-beta-D-
qalactosaminyl-(1-

Structurally Related

Epitope

Epitope

Epitope

Epitope

Description

anfigen inhibition
qualitative binding
Positive-High

anfigen inhibition
qualitative binding
Positive

anfigen inhibition
qualitative binding
Positive

anfigen inhibition
qualitative binding
Positive

antigen inhibition
qualitative binding
Positive
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START YOUR SEARCH HERE ©

Epitope @ ' W assay @ ﬂ
[ ] -uu,.mcw
U Se r Qu e rY ¢ (® Any Epitopes . Positive Assays Only
o o (O Linear Epitope T Cell Assays
PrOtECtlve eplto pes [Exact M v |[Ex SINFEKL | B Cell Assays
o O Discontinuous Epitopes MHC Ligand Assays
fro m S ar co Cys t’ s (O Non-peptidic Epitopes ‘ Ex: neutralization “ B Find |
neurona NO S-  Antigen @ <N | [ MHC Restriction ® #

neuroa in I E D B Organism _ @® Any MHC Restriction

[ o0f | O MHC Class |
A Dactylis glomerata (cocksfoot) (ID:4509, cocksfoot)

[ Chenopodium album (lamb's-quarters) (ID:3559, white goosefoot)

ShOWIﬂg prOtECtlve | Amaranthaceae (amaranth family) (ID:3563, goosefoot family)

° f f h Foot-and-mouth disease virus (ID:12110, Foot and mouth di...
e p ItO pes ro m OOt- Foot-and-mouth disease virus - type C (Aphthovirus C) (ID:1211_..
a n d - m o ut h d isea Se Foot-and-mouth disease virus - type A (Aphthovirus A) (ID:1211...

virus in cattle

Foot-and-mouth disease virus - type O (Aphthovirus Q) (ID:1211._.

Foot-and-mouth disease virus (strain A5) (Foot and mouth disea. ..

YT Y Y ey

Foot-and-mouth disease virus C1 (Foot-and-mouth disease viru. ..
“— Foot-and-mouth disease virus C3 (ID:46290)

e I |
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START YOUR SEARCH HERE ©

' Epitope @ 9 5 | | assay @ #’; |
e P
(® Any Epitopes R, Positive Assays Only
(O Linear Epitope T Cell Assays
| Exact M v || Ex: SUNFEKL B Cell Assays
(O Discontinuous Epitopes MHC Ligand Assays

Ex a m p I e Qu e rY: O Non-peptidic Epitopes | Ex: neutralization ||ﬂ|
Fi n d i ng p rOteCtive Antigen (@ 1 [ MHC Restriction @ ﬁ

. Organism ® Any MHC Restriction
epitopes from Foovandmoun dseasevhD | | O MHC Class!

() MHC Class Il

foot-and-mOUth FZE?;Z%?;EGI — | 8|MHC.N0nclassi¢.:al ||= -
disease virus in ——

cattle Host ® _ J [ Disease @ T

O Any Host (® Any Disease

O Humans O Infectious Disease
(O Mice (O Allergic Disease

(O Non-human Primates (O Autoimmune Disease

® cattl _ | B Find | O| Ex asthma__diabet":i Find
— Bos taurus (bovine) (ID:9913, cattle)

Bos indicus (zebu) (ID:9915, zebu cattle)
W 000 |
___ | Bos (oxen, cattle) (ID:9903, oxen, cattle)
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START YOUR SEARCH HERE @

: 0 : :;‘ _— Assay (@ - # §
W
(® Any Epitopes A, Positive Assays Only
(O Linear Epitope T Cell Assays

| Exact M v || Ex: SINFEKL B Cell Assays
(O Discontinuous Epitopes MHC Ligand Assays

Exa m p I e Qu e rY: ._ O Non-peptidic Epitopes || | Ex: neutralization || = Find | :
Fi n d i ng p rOtECtiVe " Antigen @ | [ MHC Restriction @ ﬁ
e p ito pes fro m Organism (® Any MHC Restriction

1
| Foot-and-mouth disease vi (O MHC Class |

foot-and-mouth Antgen Name O MHC Class

() MHC Nonclassical

disea Se virus in | Ex: core, capsid, myosin | O| Ex HLAA*02-01 ||~:E Find |

catt I e Host ® I | [ pisease @
O LRI @ Any Disease i

() Humans () Infectious Disease
() Mice (O Allergic Disease
(O Non-human Primates (O Autoimmune Disease
1 = —
©| Bos (oxen, cattle}q(:z Find | IO| Ex: asthma, diabet|| = Find |
eset TG
e "
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Example Query: Finding protective epitopes

Current Selection(s)

Q, Search By = Browse by Tree (Click to Select)
i ] 3| 1H immune epitope assay
Name: |Ex: purified MHC =
[+ . T cell assay
Method/Technigue:
‘—ﬁ H B B cell assay
Measurement OF | v‘ M - 3D structure " . o
structure
Units: | V‘ & il nbinding constant I [l bincing constant
H biclogical activi
. - 9 e 5 B biological activity
H ualitative bindin
§ W} . q g } antibody activity inhibition

[+ MHC ligand assa
| 9 y 'Y antigen activation

H ES invivo

# ] decreased disease

& [l disease exacerbation

i skin test

& ] adoptive transfer

# i challenge
'™ protection from fertility
} tolerance

Y neutralization

[+ . secondary in vitro activity
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Example Query:
Finding protective
epitopes

2020 IEDB User Workshop

M B biological activity

4

B anfibody aclivity inhibition

E = . .
1 anftigen activation

[ =' in vivo

‘ # B decreased disease

—)

i+ [ disease exacerbation
] skin test
= =' adopfive transfer

by

decreased disease after adoptive transfer

" disease exacerbation after adoptive transfer

by

+ Il
-9

skin test after adoptive transfer
challenge after adoptive transfer

tolerance after adoptive transfer

[+ . challenge

" protection from fertility

B
folerance

& . .
1 neutralization

= B secondary in vitro activity

‘ " agglutination

% ADCC
%  cDC
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START YOUR SEARCH HERE ©

Example Query: |

Finding protective

epitopes from foot
-and-mouth disease
virus in cattle

Epitope (2) 9 E'u
Wl
(® Any Epitopes A

O Linear Epitope
[Exact M v |[Ex SINFEKL |

O Discontinuous Epitopes
(O Non-peptidic Epitopes

' Assay @

a

Positive Assays Only
T Cell Assays
B Cell Assays
MHC Ligand Assays

| decreased disease,k‘q':E Find |

Antigen (3

Organism

1
I| Foot-and-mouth disease vi

Antigen Mame

| Ex: core, capsid, myosin |

' MHC Restriction (@) E.
(® Any MHC Restriction
(O MHC Class |

() MHC Class Il

() MHC Nonclassical

O Ex HLA-A02:01 |B Find |

Host (@

(O Any Host
() Humans

O Mice

_ : -
® | Bos {ﬂxen,cattlemE Find |

3

 Disease @ T
(® Any Disease

() Infectious Disease
O Allergic Disease

(O Autoimmune Disease

O| Ex asthma__diabet“:E Find |
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Example Query: Finding protective epitopes from foot-

and-mouth disease virus in cattle

(R g 8 ¢ Positive Assays Only

X Host: Bos (oxen, cattle) (ID:9803, Bos)

1453
54058
56657
56658
70380
78268
1722
34592
56565
56603
60783
7239
17427
7428
77429
164149
164150
164151
164152
181767
189190
189191
189192
169193
189194

Epitopes
(26)

26 Records Found
Details « Epitope

AGARRGDLAHLAAAHARHLP
RHKQKIVAPVKQTL

RYSRNAVPNY
RYSRNAVPNVRGDLOVLAQKVARTLP
VPHNLRGDLOVLAQKMART

SASGSGVRGDFGSLAPRVARQLPASFNY GAIK

AGVRRGDLAHLAAAHARHLP
KYSAGGMERRGDLEPLAARVAAGL
RYKQKIIAPAKQLL
RYNRMAVPNLRGDLOVLAQKVARTLP
SRAGDLGSLATRVATO

L147

E553, G364

NTTO

Ta54

D359

E562

L&72

0873

PVTNVRGDLOVLAQKAART

K41, K45, 148, L51

572, K134

K85, E95, N133, M164

58, D71, ATS, E131, T174, N179, R219
T140, N143, V144, R201, K204, V209
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(1)

I e R I

(45)

¥ Organism: Foot-and-mouth disease virus (ID:12110, Foot and mouth disease virus)

(0)

Go To Records Starting At@

Antigen

Genome polyprotein
Genome polyprofein
Genome polyprofein
Genome polyprofein
Genome polyprotein
Genome polyprofein
Genome polyprotein
Genome polyprofein
Genome polyprotein
Genome polyprofein
Genome polyprotein
Genome polyprofein
Genome polyprotein
Genome polyprotein
Genome polyprotein
Genome polyprotein
Genome polyprotein
Genome polyprofein
Genome polyprotein
Genome polyprofein
Genome polyprotein
Genome polyprofein
Genome polyprotein
Genome polyprofein

Genome polyprotein

LR R R R

Page[ 1 Jofz EJED

Organism

Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth diseass virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus
Foot-and-mouth disease virus

Foot-and-mouth disease virus

ANl A A

¥ B Cell Assays: decreased disease, challenge, neufralization

T T [ e [T U [ e U T U] CTTC T —

(18)
Export Results (&

-_25 w | Per Page
# References « # Assays «

3 5
2 3
2 3
2 2
2 3
2 5
1 2
1 2
1 1
1 1
1 1
1 2
1 1
1 1
1 1
1 3
1 1
1 1
1 1
1 3
1 1
1 1
1 1
1 1
1 1
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User Query: Full analysis of Ebola virus

i Antigen (%) . | [ MHC Restriction () &.,
Crganism @® Any MHC Restriction

ehol (O MHC i:lasa |

A Ebola virus (Ebola) (1D:1570291, EBD\.-")I

| Reston ebolavirus (Ebola virus Reston) (ID:186539, REBOV)

Sudan ebolavirus (Sudan Ebola virus) (1D:186540, SEBOV)
— Zaire ebolavirus (Zaire Ebola virus) (ID:186538, ZEBOV)

Hi

i

Tai Forest ebolavirus (Cote d'lvoire ebolavirus) (10186241, CIEB...
q Ebola virus - Mayinga, Zaire, 1976 (Ebola virus (strain Zaire Mayin...
Amoebozoan (ID:554915, Amoebozoa)

Ebolavirus (Ebola-like viruses) (ID:186536, Ebolavirus)

Ebola virus sp. (Ebola virus EBO) (ID:205488, Ebola virus EBO)

— Zaire ebolavirus Makona (Ebola virus Makona) (ID:1891187, Ebal...

i O e W W
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User Query: Full analysis of Ebola virus

Curmrent Filters: P aon,

Epitopes
(231)

16337
18186
23396
26670
29799
37081
442032
1091
2155
4933
7754
8748
8y
8885
9996
10496
14569
14919
15520
16117
16835
16985
17527
17945
20619

231 Records Found

Details < Epitope

FIMFGEKQY
FVHSGFIYF
GYLEGTRTL
NSDLSIFI
KAFPSHMNMY
LLADGLAKA

T270, K272
AENCYHNLEI
AKATGRYML
ATEDPSSGY
DDDIPF

DIPFP
DISEATOVECHHRRTDHD
DKIDCHIHDFVDETL
DRLASTVTY

DTTIP

ETTQALQLF
EWAEMNCYMNL
FEEMYRHILRSQGPFDAVLY YHMMED
FHKKRWVEPL
FLSFASLFL
FLYDRLAST
FQQTHANNYT
FTFDLTALK
GKLIWKVMNPEIDTTI
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Al Wl ¢

¥ Organism: Ebola virus (Ebola) (1D: 1570291, Ebola)

418

e o

Go To Records Starting f-\l@
Page of 10 B2

Antigen

RMA-directed RMNA polymerase L
RMA-direcied RNA polymerase L
RMA-directed RNA polymerase L
RMA-directed RHNA polymerase L
RMNA-direcied RNA polymerase L
RMA-direcied RNA polymerase L
Envelope glycoprotein

Envelope glycoprotein
Membrane-associated protein VP24
Envelope glycoprotein
MNucleoprotein

Nucleoprotein

Envelope glycoprotein

Envelope glycoprotein

Envelope glycoprotein
Nucleoprotein

Envelope glycoprotein

Envelope glycoprotein
Mucleoprotein

Hexameric zinc-finger protein VP30
Mucleoprotein

Envelope glycoprotein
Mucleoprotein

Matrix protein VP40

Envelope glycoprotein

Al Wl ¢

Organism

Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)
Zaire ebolavirus (Zaire Ebola virus)

Zaire ebolavirus (Zaire Ebola virus)

R R

Export Results (8
Per Page

# References s~ # Assays

[ S U I L T U T U T S I %
@R R R R R W
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User Query: Full analysis of Ebola virus

1 C R SN % Positive Assays Only fll @ Organism: Ebola virus (Ebola) (ID: 1570291, Ebola)

ens 5!
Epitopes Antig Assays References
(231) (8) (418) (24)

Go To Records Starting At] 1200 &) Export Results (8
8 Records Found Page |I| of 1 Per Page
Antigen v Organism v #Epitopes + #Assays w #References +
Envelope glycopratein Tﬁ-li Zaire ebolavirus (Zaire Ebola virus) Y 175 288 14
Nucleoprotein i[ﬂ Zaire ebolavirus (Zaire Ebola viruz) Y 21 61 6
Two components:Envelope glycoprotein & Envelope n[. Zaire ebolavirus (Zaire Ebola virus) Y 6 32 5
glycoprotein
RMA-directed RMNA polymerase L i[ﬂ Zaire ebolavirus (Zaire Ebola virus) Y7 14 2
Matrix protein VP40 Yalld| zaire ebolavirus (Zaire Enola virus) Y 7 8 1
Membrane-associated protein VP24 i[ﬂ Zaire ebolavirus (Zaire Ebola virus) Y 11 11 1
Hexameric zinc-finger protein VP30 ‘hli Zaire ebolavirus (Zaire Ebola virus) Y 1 1 1
Pre-smallfsecreted glycoprotein i[ﬂ Zaire ebolavirus (Zaire Ebola viruz) Y 3 3 1
8 Records Found Page |I| of 1 Per Page
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User Query: Full analysis of Ebola virus

Immunome Browser ©

Zaire ebolavirus (Zaire Ebola virus) - Envelope glycoprotein

Pending Filters [positive Assays Only| [Organism: Ebola virus (Ebola) (ID:1570291, Ehola)

Change Parameters |(3)

Response Frequency @

. Lowerbound Upperbound

Residue Position Start E\ End

5 . —eemy. A = e b T S S W S
E
-2
o
g
L oas
o
w
: ,*AMA_““,\_A‘ L
[-9
8 oo T T T “L T
x 1 44 87 130 173 216 259 302 345 388 431 474 517 560 602 45
Position in Reference Antigen (Envelope glycoprotein)
Epitope Assay Counts @
Wt o Wi o
S 15
-]
o
Z 10
w
<
S 5
s
£ 4 P
2 . - . - . - r - . - - : - . -
1 44 87 120 172 216 259 302 345 288 431 474 517 560 603 45
Position in Reference Antigen (Envelope glycoprotein)
Controls

Reset Update Display
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User Query: Full analysis of Ebola virus

RN % Positive Assays Only

X Crganism: Ebola virus (Ebola) (ID: 1570291, Ebola)

T Cell Assays ‘\[
(181

1D v

1361496

1361495

1361493

6362580

6362616

161 Records Found

Assays eceptors
(418} {13) (24}
B Cell Assays [ MHC Ligand Assays
(208) (51) \ |
Go To Records Starting At A0 |@3) Export Results (&
Page of7 BE Per Page
. . . Antigen ¥ MHC
. w As
Reference w+ Epitope + Host + Immunization s Assay Antigen s Eg{tauh%% Resiriction Dem e
Y Mus musculus  Va | Administration in KLTEAITAA Epilope HLA-AT2:01 ¥ | EuispoT
Krishnan Sundar; |KLTEAITAA HLA-A2.1Tg vivi with Nucleoprotein IFMg release
Viralogy MNu cleo{:rotei n KLTEAITAA (404-412) Positive
2007 404-412) (Epitope) Ebola virus -
baola virus - Mayinga, Zaire,
Mayinga, Zaira, 1976 (Ebola virus
1976 (Ebola virus (sirain Zaire
ﬁtraln Zaire Mayinga))
ayingal)
h A Ve Mus musculus ¥ | Administrationin | RLMRTNFLI Epitope HLA-A'Z201 Y| enispot
Krishnan Sundar; |RLMRTNFLI HLA-A2.1Tg vive with Nucleoprotein IFMg release
Virology Nu cleo{:rotei n RLMATHNFLI (202-210) Positive
2007 202-210) (Epitope) Ebola virus -
bola virus - Mayinga, Zaire,
Mayinga, Zaira, 1976 (Ebola virus
1976 (Ebola virus (strain Zaire
ﬁtrain Faira Mayinga))
ayingal)
h A Ve Mus musculus ¥ | Administrationin | FLSFASLFL Epitape HLA-A'201 W4 | enispoT
Krishnan Sundar; |FLSFASLFL HLA-A2.1Tg vive with Mucleoprotein IFMg release
Virology ~ |Mucleopratein FLSFASLFL (150-158) Positive
2007 150-158) (Epitope) Ebola virus -
bola virus - Mayinga, Zaire,
Mayinga, Zaire, 1976 (Ebola virus
1976 (Ebola virus (strain Zaire
ﬁtralin Faira Mayinga))
ayingal)
Ve Homo sapiens V& | Administration in DKIDQHIHDFVDK Epitope ELISPOT
Jonathan DKIDQIIHDFVDK | (human) vivo with GP_~ L IFNg release
Powlson; TL (Taxonomic Child) Envelope Positive
Cell Rep Envelope glycoprofein
2019 glycoprotein precursor (521-
Erecursor (B21- 835)
35 Ehbola virus
Ebaola virus (Ebola)
{Ebala)
Y V& | Homosapiens ¥4 | Administrafion in DRLASTVIY Epitope ELISPOT
Jonathan DRLASTVIY (humanj vivo with GP Envelope IFNg release
Powlson; Envelope (Taxonomic Child) glycoprotein Positive
Cell Rep glycoprotein precursor (163-
2019 precursor (163- 171)
171 Ehola virus
Ebola virus (Ebola)
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User Query: Full analysis of Ebola virus

Host
Name

Host

1st in vivo Process

HostID ~ Geoloc * MHC Ty ~ | Process Type

1st in vivo 1st in vivo 1st in vivo 1st in vivo 1st in vivo
~ | Diseas¢ * | Disease * | Immun ~ |Immun| = |Immun| =

Mus musculus BALB/c 10000000 Administration in vivo Source An Protein  Nucleoprc
Mus musculus BALB/c 10000000 Administration in vivo healthy Source An Protein  Nucleoprc
Mus musculus BALB/c 10000000 Administration in vivo healthy Source An Protein  Nucleoprc
Mus musculus BALB/c 10000000 Administration in vivo healthy Source An Protein  Nucleoprc
Mus musculus BALB/c 10000000 Administration in vivo Source An Protein  Envelope;
Mus musculus BALB/c 10000000 Administration in vivo Source An Protein  Envelope;
Mus musculus BALB/c 10000000 Administration in vivo Source An Protein  Envelope;
Mus musculus BALB/c 10000000 Administration in vivo Source An Protein  Envelope ;
Mus musculus BALB/c 10000000 Administration in vivo Source Or;Organism Ebola viru:
Mus muscuf 5| Sort AtoZ Administrationinvij 5| Sort AtoZ Organism Ebola viru:
Mus muscul 2| sortZto A Administration invi® 2| sori 7oA Organism Ebola viru:
Mus muscu Sort by Color , | Administration in viy Sort by Color , [Prganism Ebola viru:
Mus muscu Administration in viy Organism Ebola viru:
Mus muscu Administration in viy Organism Ebola viru:
Mus muscu Administration in viy Organism Ebola viru:
Mus muscu Text Filters * | Administration in vi\ Text Filters * [Organism Ebolaviru:
Homo sapig Search 0| JicOceurrence of infect Search 0| Prganism Ebola viru:
Homo sapie 7] (Select All Occurrence of infect 7 [Select All Organism Ebola viru:
Homo sapid [+ Homa sapiens (human] ic Occurrence of infect §----Administratinn in vivo Organism Ebola viru:
Macaca fas Macaca fascicularis [crab eating maca Administration in viy i[#] Occurrence of infectious disease Protein enve|ope
Macaca fas I Nus musculus (mouse] Administration in viy Protein envelope
i[w] Mus musculus BALE/c
Macaca fas ..[#| Oryctolagus cuniculus (rabbit) Administration in viy Protein  envelope
Macaca fas Administration in viy Protein  envelope
Macaca fas Administration in viy Protein  envelope
Macaca fas ‘ N Administration in viy Protein  envelope
Homo sapi [I Occurrence of infect Organism Ebola viru:
Cancel Cancel
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User Query: Full analysis of Ebola virus

2020 IEDB User Workshop

Method/Technique

x-ray crystallography

electron microscopy

biological activity

in vivo assay

antigen inhibition (~ 1C50)
bio-layer interferometry assay
surface plasmon resonance (SPR)
binding assay

ELISA

biological activity

bio-layer interferometry assay
surface plasmon resonance (SPR)
binding assay

bio-layer interferometry assay
surface plasmon resonance (SPR)
binding assay

western blot

ELISA

bio-layer interferometry assay
electron microscopy

flow cytometry

immuno staining
immunoprecipitation
chromatography

biological activity

in vivo assay

- | Assay Group

3D structure

3D structure
antibody-dependent cellular cytotoxicity
decreased disease after adoptive transfer
dissociation constant KD
dissociation constant KD
dissociation constant KD
dissociation constant KD
dissociation constant KD
neutralization

off rate

off rate

off rate

on rate

on rate

on rate

qualitative binding
qualitative binding
gualitative binding
qualitative binding
gualitative binding
qualitative binding
gualitative binding
gualitative binding
secondary in vitro activity

~|{Units |~

angstroms

nM
nM
nM
nM
nM

1/s
1/s
1/s
MA-1s/-1
MA-1s/-1
MA-1s/-1

survival from challenge after adoptive transfer
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User Query: Full analysis of Ebola virus

(1) 20 RSB ¢ Positive Assays Only ll @ Organism: Ebola virus (Ebola) {ID:1570291, Ebola)

" T Cell Receptors \{ B Cell Receplors
{0 (13
Go To Records Starting At] 1200 |(gd) Export Results (&

13 Records Found Page of 1 Per Page
Group ID »  Species w Type +» Chain 1 CDR3 w Chain 2 CDR3 w
105 Ve | Homo sapiens (human) HL VREGPRATGYSXADVFDI QOYYSAPLT

04 Ve | Homo sapiens (human) HL VREGPRATGYSMADVFDI QOYYSAPLT

812 Ve | Homa sapiens (human) HL VRASRSYYWGSYRPTAFDS CTWDSTVW

813 V& | Homo sapiens (human) HL VRSDRGVAGLFDS QNYMNSAPLT

928 Ve | Homo sapiens (human) HL TRGNGNYRAMDY QHFWGTPYT

948 e | Homo sapiens (human) HL ARRDPFGYDNAMGY QQYSSYPLT

1000 V| mMus musculus (mouse) HL SRHIYYGSSHYYAMDY GVGDTIKEQFVYV

1030 Y& | Homo sapiens (human) HL ARSAVYGSTFAY QHHFGTRFT

M09 ¥a!| Homo sapiens (human) HL ARGDLETTIFFYNAVDV QOGFSSPFS

26845 ¥4 Macaca fascicularis (crab eating macaque) HL CVRRWSWEDVW CATSYGSGANWQYIF

26846 Vi Homo sapiens (human) HL VRSDRGVAGLFDS QNYHSAPLT

57188 ¥u Homo sapiens (human) HL AKSVRLSRPSPFDL CORASWPLT

57193 Ya| Homo sapiens (human) HL LRLSHYGGA QOTYNTPRT

13 Records Found Page of 1 Per Page

Go To Records Starting M@ Export Results (&
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User Query: Full analysis of Ebola virus

Lol RN % Positive Assays Only

RefID  ~
1036412 ¥,

1034606

1035773 Y,

1035662 Y,

1036129 ¥,

1034822 ¥,

24 Records Found

PMID

32059794
)

30833785
)

31591605
e

31498797
[

31775024
=

30728263
=

w Author v

Hadas Cohen-Dvashi; Matthias
Zehner; Stefanie Ehrhardt; Michael
Katz; Madav Elad; Florian Klein; Ron
Diskin

Brandyn R West; Anna Z Wec;
Crystal L Moyer; Mamie L Fusco;
Philipp & llinykh; Kai Huang; Ariel S
Wirchnianski; Rebekah M James;
Andreww S Herberi; Sean Hui; Eileen
Goodwin; Katie A Howell; Shweta
Kailazan; M Javad Aman; Laura M
Walker; John M Dye; Alexander
Bukreyev, Karik Chandran; Erica
Olimann Saphire

Stefanie A Ehrhardt; Matthias
Zehner; Verena Krahling; Hadas
Cohen-Ovashi; Ghristoph Kreer;
Madav Elad; Henning Gruell:
Meryem S Ercanoglu; Philipp
Schommers; Luiz Gieselmann; Ralf
Eggeling; Christine Dahlke; Timo
Wolf, Nico Pfeifer; Marylyn M Addo;
Fon Diskin; Stephan Becker; Florian
Klein

Dan Lu; Kefang Liu; Di Zhang; Can
Yue; Qiong Lu; Hae Cheng; Liang

VWang; ¥an Chai; Jianxun Qi; Lin-Fa
Wang; George F Gao: William J Liu

Jonathan Powlson; Daniel Wright;
Antra Zeltina; Mark Giza; Morten
Mielsen; Tommy Rampling; Navin
‘Venkatrakaman; Thomas A Bowden:
Adrian V 3 Hill; Katie J Ewer

Lauren E Williamson; Andrew |
Flyak; Murgun Kose: Robin
Bombardi; Andre Branchizio; Srikar
Reddy; Edgar Davidson; Benjamin J
Doranz; Marnie L Fusco; Erica O
Saphire; Peter J Halfmann:

¥ Organism: Ebola virus (Ebola) {ID: 1570281, Ebola)

Page[ 1 Jof1

Title

Structural Basis for a Convergent
Immune Response against Ebola
Wirus.

Structural basis of broad ebolavirus
neuiralization by a human survivor

antibody.

Polyclonal and convergent anfibody
response to Ebola virus vaccine
WSV-ZEBOV.

Peptide presentation by bat MHC
class | provides new insight info the
anfiviral immunity of bats.

Characterization of Antigenic MHC-
Class-I-Restricied T Cell Epitopes in
the Glycoprotein of Ebolavirus.

Early Human B Cell Response fo
Ebola Virus in Four U.5. Survivors of
Infection.

Go To Records Starting Al@

w Abstract

Ebola virug disease is a severe
health problem in Africa. Vaccines
that display the Zaire ebolavirus
glycoprotein spike complex are a
prime compoenent for the effort to
combat it. The Vy3-15 ..more...

The siructural features that govemn
broad-spectrum activity of broadly
neufralizing anti-ebolavirus
antibedies (Abs) outside of the
intemal fusien loop epitope are
cumently unknown. Here we
describe ._more...

Recombinant vesicular stomatitis
virus-Zaire Ebola virus (rvs\-
ZEBOV) is the most advanced Ebcla
wvirus vaccine candidate and is
cumrently being used te combat the
oulbreak of Ebela virus disease
{EVD) ...more. ..

Bats harbor many zoonofic vinuses,
including highly pathogenic viruses
of humans and other mammals, but
they are typically asymptomatic in
bats. To further understand the
antiviral immunity of bats, w
more....

Ebolavinus causes highly lethal
hemorrhagic fever in humans. The
envelope-displayed viral
glycoprotein {GP) is the primary
target of humoral immunity induced
by natural exposure and vaccination.
Mo T __more...

The human B cell response to
natural filovirus infections early affer
recovery is poorly understood.
Previous serologic studies suggest
that some Ebola virus survivors
exhibit delayed antibody respons

Export Results (%

Per Page

w Date w

2020

2019

2019

2019

2019

2019

2020 IEDB User Workshop
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Bonus Questions



User Query: Is it possible to apply B cell and T cell
analysis to a cancer sequence? Use lymphoma as an
example.

Note:

®* Cancer is not within the primary scope of the IEDB

®* Most cancer data in the IEDB is from MHC Ligand
Elution assays or neoepitope papers (pilot project)

®* Two methods of searching by sequence are
presented
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User Query: Is it possible to apply B cell and T cell
analysis to a cancer sequence? Use lymphoma as an

example.

Substring Search

RecName: Full=Serine/threonine-protein kinase Kist; AltName:
Full=Kinase interacting with stathmin; AltName: Full=PAM COOH-
terminal interactor protein 2; Short=P-CIP2; AltName: Full=U2AF
homology motif kinase 1

UniProtkB/Swiss-Prot: Q8TAS1.2
GenPept Identical Proteins  Graphics

»sp|QBTASL. 2 |UHMK1_HUMAN RecMame: Full=Serine/threonine-protein kinase Kist; AltName:
Full=Kinase interacting with stathmin; AltMame: Full=PAM COOH-terminal interactor protein
2; Short=P-CIP2; AltMame: Full=U2AF homology motif kinase 1
MAGSGCANGAEPPRFLEAFGRLIWQVQSRLGSGS5ASYYRYRCCGNPGSPPGALKQF LPPGTTGAAASAAE
YGFRKERAALEQLQGHRNIVTLYGYVFTIHFSPNVPSRCLLLELLDVSVSELLLY SSHQGCSMMMIQHCAR

DWLEALAF LHHEGYYHADLKPRNILWSAENECFKLIDFGLSFKEGNQOVEY IQTDGYRAPEAELQNCLAQ
AGLOSDTECTSAVDLWSLGIILLEMFSGMKLKHTVRSQEWKANSSATIDHIFASKAVYNAATPAYHLRDL
IKSHLHDDPSRRIPAEMALCSPFFSIPFAPHIEDLYMLPTPVLRLLNVLDDDYLENEEEYEDWVVEDVKEE
COKYGPYWSLLYPKENPGRGOVFVEYANAGDS KAAQK LLTGRMFDGKFVVATFYPLSAYKRGYLYQTLL

2020 IEDB User Workshop

START YOUR SEARCH HERE ©

Epitope (2) 3 ]
HH, CH HH
(O Any Epitopes ",

(® linear Epitope

| Substrir v || MAGSGCAWGAEP)|
Exact Matches

s Epitopes
C Epitopes

Blast - 90%
Blast - 50%

Blast - 70%

R
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User Query: Is it possible to apply B cell and T cell

analysis to a cancer sequence? Use lymphoma as an

example.

Substring
Search

M Positive Assays Only

XM Epitope Structure: Linear Sequence

X Linear Sequence: MAGSGCAWGAEPPRFLEAFGRLWOVOSRLGSGESASVYRVRCCGNPGEPPGALKOFLPPGTTGAAASAAE
GFRKERAALEQLQGHRMNIVTLY GVFTIHFSPNVPSRCLLLELLDVEVSELLLY 3SHQGCSMWMIQHCAR
DVLEALAFLHHEGYWHADLKPRNILWSAENECFELIDFGLSFKEGNQDVEYIQTDGYRAPEAELQNCLAR

AGLASDTECTSAVDLWSLGIILLEMFSGMKLKHTVRSQEVWKANSSAIIDHIFASKAVVNAAIPAYHLRDL
IKEMLHDDPSRRIPAEMALC SPFFSIPFAPHIECLVMLPTPVLRLLNVLDDDYLENEEEY EDVVEDVKEE

QY GPVVELLYPKENPGRGOVFVEYANAGDSKAAQKLLT GRMFDGKFVVATFYPLEAYKRGY LY QTLL

Epitopes Antig g3 Recepto References
(38) : 0
Go To Records Starting At @ Export Results (&
38 Records Found Page[ 1 Jor2z E3ED Per Page
Details « Epitope w Antigen s Organism +w #References « #Assays w
161922 AlIDHIFASK V& | Serinefth reonine-protein kinase Kist V& | Homo sa piens (human) Vel 31 a3
194303 RMFDGKFWY & Serine/threonine-protein kinase Kist V& | Homo sapiens (human) Ve 20 38
194304 RMFDGKFWA V& | Serineith reonine-protein kinase Kist V& | Homo sa piens (human) Vel 13 38
491787 GRLWQVOSR ¥ | Serinefthreonine-protein kinase Kist ¥ | Rattus norvegicus (brown rat) Y| 10 11
467543 EYGPVWSLL Ve | Other Mus musculus (mouse) protein Ve | Mus musculus (mouse) V|7 T
444474 GRGOVFVEY V& | Uncharacterized protein Va | Ratius norvegicus (brown rat) A AN 6
{UniProt:ADADG2IWES)

632386 IDHIFASK Ve Serinefthreonine-protein kinase Kist V& | Homo sapiens: (human) el 5 [
444721 HHEGYWVHADL & Serine/threonine-protein kinase Kist V& | Homo sapiens (human) Ve s i
572925 GRUWOVOSRL e Serine/threonine-protein kinase Kist Ve | Ratius norvegicus (brown rat) Vel s [
645767 KLIDFGLSF e Serine/threonine-protein kinase Kist V& | Homo sapiens (human) Va5 24
706476 FSIPFAPHI Va | serineith reonine-protein kinase Kist V| Homo sa piens (human) Val|a T
542824 NIDHIFASK Y Seringfthreonine-protein kinase Kist V& | Homo sapiens (human) Y 3 3
618325 HTVRSQEW Va Serinefthreonine-protein kinase Kist V& | Homo sapiens (human) Y 3 3
968233 VEYIQTDGY e Serinesthreonine-protein kinase Kist V& | Homo sapiens (human) Y 3 3
427785 TFYPLSAYKRGYLY Y| Serinefthreonine protein kinase Kist ~ ¥a| Homo sapiens (human) Y| 2 2
437921 HEGYVHADL & Serine/threonine-protein kinase Kist V& | Homo sapiens (human) Y2 2
577947 SPHNVPSRCL V& | Serineith reonine-protein kinase Kist V& | Homo sa piens (human) Va2 3
722527 RUWOVQSRL e Serine/threonine-protein kinase Kist V& | Homo sapiens (human) Y2 2
A3A34R - - -
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User Query: Is it possible to apply B cell and T cell

analysis to a cancer sequence? Use lymphoma as an

example.

Substring
Search

M Positive Assays Only 8| ® Epitope Structure: Linear Sequence

X Linear Sequence: MAGSGCAWGAEPPRFLEAFGRLWQVQSRLGSGSSASVYRVRCCGNPGSPPGALKQFLPPGTTGAAASAAE

GFRKERAALEQLOGHRNIVTLY GVFTIHFSPNVPSRCLLLELLDVSVSELLLY SSHOQGCSMWIMIQHCAR
DVLEALAFLHHEGYVHADLKPRHILWSAENECFKLIDFGLSFKEGHNQDVEYIQTDGYRAPEAELQNCLAQ
AGLQSDTECTSAVDLWSLGIHLLEMFSGMKLKHTVRSQEWKANSSAIIDHIFASKAVVNAAIPAYHLRDL

QKYGPVVELLVPKENPGRGOVFVEYANAGDSKAAQKLLT GRMFDGKFWWATFYPLSAVKRGY LYQTLL

M Blast Option: Substring

Epitopes Antige Assays
8 (294

T Cell Assays A B Cell Assays MHC Ligand Assays N
) (13 (283)

L]

Go To Records Starting At| A,

Export Results (&

293 Records Found of 12 n m Per Page
D v Reference v Epitope + PAntigen Processing wj] MHC Restriction w Assay Description A Quantitative Measures
11434386 Ana Marcu Ya Va JHost:Homo sapiens HLAclass I Va | cellular MHC/mass
2020 NAGDSKAAQKLLTGRM [fthuman). Ho spectrometry
FD immunization was ligand presentation
Serinafthreonine-protein  ffperformed Positive
kinase Kist (378-395
Homo sapiens (human)
3185545 Jennifer G Abelin; Y Va Host:Homo sapiens HLA-A68:02 Ve | cellular MHC/mass
Immunlty EAFGRLWQV {human). No spectrometry
2017 serine/threonine-protein  flimmunization was ligand presentation
Eg)ase Kist isoform 1 (17- fjperformed Positive
Homo sapiens (human)
3299155 Danilo R.“Z Ve Ve JHostHome sapiens HLA class | Ve | cellular MHC/mass
Proteomics NSSAIIDHI (human). No spectrometry
2016 Serinafthreonine-protein  [fimmunization was ligand presentation
kinase Kist (253-261) performed Positive
Homo sapiens (human)
5335358 Pouya Faridi; e ‘Va Host:Homo sapiens HLA-B*57:01 Ve | cellular MHC/mass
Sci Immunol SSAIDHIE (human). No spectrometry
2018 UHMEK1 protein (149- immunization was ligand presentation
187 performed Positive
Homo sapiens (human)
2450373 Ingrid M M Schellens; ¥, Va JHost:Homo sapiens HLA-A"03:01 Ve | cellular MHC/mass
£Los One AlIDHIFASK human). No spectrometry
UHMEKA prmein (1 B1- immunization was ligand presentation
1 50) performed Positive
Homo sapiens (human})
2907574 i i Host:Homo sapiens HLA class | “- cellular MHC/mass
Andreas Gloger; AlIDHIFASK (human). Occumence of speclrometry
Cancer Immunol UHMEK1 protein (151- cancer (skin melanoma) ligand presentation
Immunother 1 . Positive
2016 Homo sapiens (human)
3566662 Ya Va JHost:Homa sapiens ALAclass | Ve | cellular MHC/mass
Mid]al_l Bassani- ﬁ}IIIZ_JJIl-IIIEASI»S i (human). No fpetfometw_ .
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User Query: Is it possible to apply B cell and T cell
analysis to a cancer sequence? Use lymphoma as an

example.

Disease (¥

O Any Disease

() Infectious Disease
() Allergic Disease

() Autoimmune Disease
() Transplant Disease
(O No Disease (Healthy)

Y

1
(® Specific Disease { lympho |E Finder ]I
Urmphoma[lD:DDID:ﬂﬂEﬂ{JEE] I
" Reference @ == B-cell lymphoma (ID:DOID:707)
[—

@® Any Reference Type L_ =
(O Joumnal Article

{) Submission

Author

Title

Date (Year)

Burkitt lymphoma (ID:DOID:8584)
Hodgkin's lymphoma (ID:DOID:8567, Hodgkin lymphoma)
non-Hodgkin lymphoma (ID:DOID:0060060)
lymphoplasmacytic lymphoma (ID:DOID:0050747)

adult T-cell leukemia (ID:DOID:0050523, Adult T-cell leukemiallym...

T-cell ymphoblastic leukemia/lymphoma (ID:DOID:715)
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User Query: Is it possible to apply B cell and T cell
analysis to a cancer sequence? Use lymphoma as

an example.

RS B e Positive Assays Only | % Epitope Structure: Linear Sequence

X Linear Sequence: MAGSGCAWGAEPPRFLEAFGRLWOVOSRLGSGSSASVYRVRCCGNPGEPPGALKOFLPPGTTGAAASAAE
GFREERAALECQL QGHRHIVTLY GVFTIHFSPNVPSRCLLLELL DV SVSELLLY S5HQGCSMWMIGHCAR
CWVLEALAFLHHEGYVHADLKPRNILWSAENECFRLIDFGLSFEEGNQDVEYIQTDGYRAPEAELONCLAG

AGLOSDTECTSAVDLWSLGILLEMFSGMELKHTVRSOEWKANSSAIIDHIFASKAVVHAAIPAYHLRDL
IKSMLHDDP SRRIPAEMALCSPFFSIPFAPHIEDLVMLPTPVLRELLNYLDDDYLENEEEYEDVVEDVKEE
QR GPVVSLLVPRKENPGRGOVPVEYANAGDSKAACIK]L LTGRMFDGKPVWVATFYPLSAYKRGY LY QTLL

X Blasi Option: Substring @ ® Disease Data: lymphoma (ID:DOIC:0060055)

Epitopes
(8)

6 Records Found

Details « Epitope

161922 AIDHIFASK
194303 BMFOGKFVY
194304 RMFDGKFVVA
834346 REYLYQTL

1043766 | pMFDGEKFVY + OXMZ)
1043767 | pMFDGEKFVVA + OX(M2)

6 Records Found

2020 IEDB User Workshop

IR

Serine/threonine-protein kinase Kist
Serine/threonine-protein kinase Kist
Serine/threonine-protein kinase Kist
Serine/threonine-protein kinase Kist
Serine/threonine-protein kinase Kist

Serine/threonine-protein kinase Kist

Fage |I| of 1

Go To Records Starting At @
Page[ 1 ]of1

» Organism

Y
Y
Y
Y
Y
Y

Homo sapiens (human)
Homo sapiens (human)
Homo sapiens (human)
Muz musculus (mouse)
Homo sapiens (human)

Homo sapiens (human)

Go To Records Starting At @

IR

Export Results (&

Per Page
# References « # Assays w

3 3

1 1

Per Page
Export Results (&
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User Query: Is it possible to apply B cell and T cell

analysis to a cancer sequence? Use lymphoma as
an example.

(1 g SN % Positive Assays Only

M Linear Sequence: MAGSGCAWGAEPPRFLEAFGRLWOVQSRLGSGSSASVYRVRCCGNPGSPPGALKQFLPPGTTGAAASAAE
GFRKERAALEQLQGHRNIVTLY GVFTIHFSPNVPSRCLLLELLDVSVSELLLY SSHOGCSMWMIQHCAR
DVLEALAFLHHEGYVHADLKPRNILWSAENECFKLIDFGLSFKEGHQDVEYIQTDGYRAPEAELQNCLAQ

¥ Epitope Structure: Linear Sequence

AGLOSDTECTSAVDLWSLGILLEMFSGMELKHTVRSQEWKANSSAIIDHIFASKAVYNAAIPAYHLRDL
IKSMLHDDPSRRIPAEMALCSPFFSIPFAPHIEDLVMLPTRVLELLNVLDDDYLENEEEYEDVVEDVKEE

QKY GPVVSLLVPKENPGRGOVEVEYANAGDSKAAQKLLT GRMFDGKFVVATEYVPLSAYKRGY LY QTLL

X Elast Option: Substring

X Disease Data: lymphoma (ID:DOID-:0060058)

Epitopes
(B)

Anftigens

2

(&)

i T Cell Assays

i
'\CJ

{ B Cell Aszays

{0

& Records Found

3956225

ID » Reference

Joél Lanoix;
Proteomics
018

2020 IEDB User Workshop

v Epitope

Y
AlIDHIFASK

(2)

UHMEK protein (151-
160}

+w Antigen Processing s MHC Restriction

Ve

Homao sapiens (human)

2711614 h A Va
Dmitry Bourdetsky; ANIDHIFASK
Proc Natl Acad Sci U S A | Serinefthreonine-protain
kinase Kist (256-265)
Homao sapizns (human)
5628407 J Patrick Murphy; h A A
Hhal Chem RGYLYQTL
U2AF homology rmotif

UHM)] kinase 1, partial
|".‘?'|’L1.IS musculus] (224-

Mus musculus (mouse)

MHC Ligand Assays Y

Go To Records Starting AI@

Page[ 1 Jof1

HostHomo sapiens
{human). Cccumrence of
cancer (chronic
lyrmphocytic leukemia)

Host:Homo sapiens
{human). Cccumrence of
cancer
{lymphoplazmacytic
lyrmphoma)

HostMus musculus
CATELS. Occurrence of
cancer
{lymphoplasmacytic
Iyrmphorma)

HLA class |

HLA class |

HZ2-Kb

Export Results (&
Per Page
Assay Description A  Quantitative Measures
cellular MHC/mass
specirometry
ligand presentation
Positive

cellular MHC/mass
specirometry
ligand presentation
Positive

cellular MHC/mass
specirometry
ligand presentation
Positive
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User Query: Is it possible to apply B cell and T cell
analysis to a cancer sequence? Use lymphoma as
an example.

Search by Blast to ' Epitope (@

known epitope () Any Epitopes "

(® Linear Epitope
Exact N+ || AIDHIFASK |

Exact Matches . Epitopes

Substring )
Blast-00% [ CPitopes

- Blast - 80% :
g Blast - 70% \
| ~N
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User Query: Is it possible to apply B cell and T cell

analysis to a cancer sequence? Use lymphoma as

an example.

Search by Blast to known epitope

Current Filters: M Positive Azsays Only 8 8 Epilope Siruciure: Linear Sequence [l ¥ Linear Sequence: AlIDHIFASK

X Elasi Oplion: 70%

161522
632366
542824
999730
622328
905341

Epitopes

(B)

& Records Found
Details « Epitope

AlDHIFASK
IDHIFASK
IIDHIFASK
AlIDHIFAS
MSSAIDHI
SSAIDHIF

& Records Found

2020 IEDB User Workshop

SRR

Go To Records Starting At @

Page[ 1 Jof

Antigen

Serine/threonine-protein kinase Kist
Serine/threonine-protein kinase Kist
Serine/threonine-protein kinase Kist
Serine/threcnine-protein kinase Kist
Sering/threonine-pretein kinase Kist

Serine/threcnine-protein kinase Kist

Page| 1 ]of

1

+» Organism

S NN HHA

Homo sapiens (human)
Homo sapiens (human)
Homo sapiens (human)
Homo sapiens (human)
Homo sapiens (human)

Homo sapiens (human)

SRR

kL

6
3
2
1
1

Export Results (&

Per Page
# References « # Assays w
93
6
3
3
1
1
Per Page
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Epitope Details
T Cell Assay Details

START YOUR SEARCH HERE &

B Cell Assay Details
Epitope @ 7 R MHC Assay Details
Wi
O Linear Epitope Browse by 3D Structure
°
User QuerY' |ExactN v ||Ex sunFEKL | T ¥ © Cell fssays
(O Discontinuous Epitopes MHC Ligand Assays

[ J
N eoa ntlge n S O Non-peptidic Epitopes | Ex: neutralization || E Find |
[ Antigen (3 ' | [ MHC Restriction @ &
Organism (® Any MHC Restriction
Note that we are SR O MHC Class |
. . . () MHC Class Il
ma klng thls query Antigen Name () MHC Nondlassical

possible from the \ | Ex: core, capsid, myosin | )| D| Ex: HLA-AXD2:01 ||E Find |
‘Results’ page soon (st @

' | [ Disease (7 )
@® Any Host (® Any Disease i

(O Humans (O Infectious Disease
() Mice () Allergic Disease
(O Non-human Primates (O Autoimmune Disease

O | Ex: dog, camel ||§ Find | D| Ex: asthma, diahet||§ Find |

Rese! | (WISEICIN

A
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User Query: Neoantigens
Epitope Details Search — Related Object

2020 IEDB User Workshop

Organism

Antigen Name

[ Epitope (@ a n
Epitope ID [Ex: 44920 | -
| Structure Type - Any Epitopes kv |
Organism | Ex: influenza, Peanut |[B Finder |
Antigen Name | Ex: core, capsid, myosin || E Finder |
[#] Epitope Referance Details
I [ Epitope Related Object
Ny Il 1 A Lo FLE LT
Epitope (@ —
£ om
HH o WM
Epitope ID [Ex: 44920 | =
| Structure Type - Any Epitopes £ |
Organism | Ex: influenza, Peanut || = Finder |
Antigen Name | Ex: core, capsid, myosin || E Finder |
[# Epitope Reference Details
[H Epitope Related Object
I Relatad Object I The epitope is & neo-epitope of; -
[Type - Any Type [ selectan [ unselectan | 3

[ The epitope is an analog of:
[ The epitope is 2 mimotope of: _|
B The epitope is a neo-epitope of: —
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