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Recap of Day 1

Welcome

The Immune Egitope Database (1EDB) is
a froely avalable resource unded by
NIAID. t catabogs ental data o
antibody and T ce¥ eptopas st

humans, non human primates,

Leam Mora
Upcoming Events.
40 1EDB Case Stxly: TB Sept3
* webinar recording here
022831
NovS6
Summary Metrics
Peptdic Eptopes 971,69
Non-Pepticc Enttopes 3,05
T Cell Assays 0,614
B Cell Assays. 549,104
MIC Ligand Assays 2,927,673
Eptope Source Organisms 3977
Restricting MHC Allses 858
References. 21,579

. IMMUNE EPITOPE DATABASE
)’ AND ANALYSIS RESOURCE

Epitope ()

© Any Epfopes -
O Linear Eptope

[Exactn ][
O Discontiwous Epitopes
O Non-peptidic Epitopes.

Antigen ()
Organism
[(Ex inhueraa, pesnut

Antigen Name

Host (8 j
© Any Host 4

O Humans

O Mee

© Non human Primates
O [[Ex oo, camel

Assay

[ Positive Assays Only
B T Cell Assays
6 CellAssays
8 MHC Ligand Assays
[Ex zatior )

MHC Restriction (& &

@® Any MHC Restriction
O MHC Class |
O MHC Class Il
O MHC Nonclassical
S HAAD20! [

Disease () T
® Any Disease

O infectous Dissase

O Alergec Disease

O Autommune Dissase

O

N\Z

Database Overview

Epitope Analysis Resource.

T Cell Epitope Prediction (@

Scan an anigen sequence for amino acid
pattems indicatrve of

MHC | Bding
MHC 1l Binding

MHC | Processing (Proteasome, TAP)

MHC | Immunogenicty

B Cell Epitope Prediction (¥
Predict linear B cell epitopes using:
Antigen Sequence Propertes

Predic dscontinuous 8 cel epitopes using
antigen structure via

Epitope Analysis Tools (@
Analyze eptope sets of

Population Coverage

‘onsarvation Across Anbgens

2020 IEDB User Workshop

Dr. Alessandro Sette
Principal Investigator

© Dicontiuoss Egiopes.
O Non pestidc Etopes

030 siuchs et
Ao Ack Modfcaton

Antgen &
pwien
Hapasin € s 10151030
Avsgeniame

Raceptor

0 s rceptor s

e amtwe v
Chan A iee

Seamoce | unt vt »
— =
) Postive Assarps Oty

BT catnuan

DB CabAzays
0 WHC Ligand Acsars

MHC Restriction () !
® Ay MHC Restriction
a

271 Raconts Fond

R0 v PO

oz
-

TU327Y % oot
«

LR AT
-

v Absirct .
BACHGROUNG S Erdsamrsc
hcum oo | ERSE
e s ik asran
Sy e
s Scruch Dot St i Frasetrg m ectonal fcences | CBJECTIVE & habrun o vk
Pt e Gorees thwes vy v e
I oo Yo
Urera Lacey ooy W iacod ek | s Pchin T oot
Gem Sopugas 1 Shonan | o st SR LS et
Ci, i ena o taritten s Conter
e s Gy 5
ey
et anaonstc
orckme T vemn
Lo Staver A & osaton ot St ecnaman | TCR sgnog v gsra
Fannes ELisooh i | e Urcouging  CotPacephs ol e pessre T v
i oty ot o sy
e et e o Vot

skt et CON" T e fopenses

D

wn

IMMUNE EPITOPE DATABASE
AND ANALYSIS RESOURCE




Recap of Day 1

How Data are Retrieved,
Entered, Organized, and
Accessing the Data

Epitope Search Pane
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HOST ORGANISM FINDER © X
Current Selection(s) [ R ]

Q search By = Browse by Tree (Click to Select) H
Name = [l Macaca (macaque) &
[™  Macaca arctoides (bear macaque)
(Tacame % Macaca cyclopis (Taiwan macaque)
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Ex 9615 | " Macaca fuscata (Japanese monkey)
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[ Search Results (Click to Select)
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Organism Name w Synonyms w OrganismID
Macaca (macaque) (2| macaque. Macaca, macaques 953908
Macaca arctoides (bear macaque) B3 2| stump-tasled macaque. Macaca arctoides, bear 95400
‘macaque.
Macaca cyclopis (Tawian macaque) [+] IE Taivan macaque, Macaca cyclopis Lstadad
Macaca mulatta (thesus macaque) Rﬂew] monkey. thesus macaque. rhesus monkeys. 95448
‘macaques, Macaca mulata
Macaca radiata (boanet macaque) B3 2| nacaca radata, bonnet macaque 954308
7 Records Found Page[ 1+ Jof2 BIED [5___v]PerPage
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Recap of Day 1 - Los Alamos

NATIONAL LABORATORY
EST.1943

A resource for SARS-CoV-2 mutation tracking and analysis:
The LANL/GISAID COVID pipeline

Dr. Bette Korber Dr. Will Fischer
Laboratory Fellow Staff Scientist
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A\ IMMUNE EPITOPE DATABASE

‘ AND ANALYSIS RESOURCE

Analysis Resource Overview

Dr. Bjoern Peters
Co-Principal Investigator

IEDB Analysis Resource

| Tcell Tools || B cell Tools || Analysis Tools || Tools-API || usage || Download

Dat:

Epitope Prediction and Analysis Tools

Welcome to the Immune Epitope Datab
collection of tools for the prediction and analysis of immune apllopes It serve:

companion site to the Immune E IEDB) , a manually curated da!abase
of e)&:enmen(ally characterized immune epitopes. i

The tools contained fall into the following categories:

Analysis R This site provides a
S a

g s se!lghqoo s inc uﬁss &d ﬁ % class | & Il binding predictions, as well as peptide
P P! 1s and Immunog Y P!

pitope Prediction Tools
The tools here are intended to predict regions of proteins that are likely to be
recognized as epitopes in the context of a B cell response.

/sis Tools
The epitope analysis tools are intended for the detailed analysis of a known epitope
sequence or group of sequences.
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Analysis Tools

Dr. Alessandro Sette
Principal Investigator

IEDB Analysis Resource
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Recap of Day 1

Using the IEDB-AR to Identify
Candidates in SARS-CoV-2

| - - - -
R L L DiscoTope: Structure-based Antibody Prediction
; AL " a - - L] -
£ Step 1: Please enter the 4-letter PDB (D GACD  (exampler 1240)
| Or upload a PDB file .
i No file chosen
P s A ot e
ay Coumts Step 2: Please enter PDB Chain 1D

LB L]
1 e d o oo B . - . Step 3: Select version
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= e Dr. Alba Grifoni

Go To Records Starting At 100 }@) Export Resuts O LJI Research Faculty/Instructor
90 Records Found Page[ 1 Jof4 B3ED 25 Per Page
Details « Epitope w Antigen w Organism « #References v #Assays v
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User Workshop Structure

2020 IEDB User Workshop

Day 2

IEDB Analysis Resource

_| Overview || TCell Tools || B Cell Tools || Analysis Tools || Tools-API || Usage | Download || Dats

Epitope Prediction and Analysis Tools

Welcome to the Immune Epitope Database Analysis Resource. This site provides a
collection of tools for the prediction and analgss of immune epitopes. It serves as a
companion site to the Immune Epitope Database (IEDB) , a manually curated database
of experimentally characterized immune epitopes.

The tools contained fall into the following categories:

T Cell Epitope Prediction Tools
This set of tools includes MHC class | & Il binding predictions, as well as peptide
processing predictions and immunogenicity predictions.

B Cell Epitope Prediction Tools ) ) )
The tools here are intended to predict regions of proteins that are likely to be
recognized as epitopes in the context of a B cell response.

Analysis Tools
The epitope analysis tools are intended for the detailed analysis of a known epitope
sequence or group of sequences.

Analysis Resource




Preview of Day 2

Start End .
) . Topic Speaker
Time Time

Nina Blazeska

08:00 08:05
08:05 09:05
09:05 09:20
09:20 09:30
09:30 10:00
10:00 10:15
10:15 10:45
10:45 11:00
11:00 11:30
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Welcome

MHC Binding Predictions

Section 1: Q&A
Break

T Cell Processing & Immunogenicity
Predictions

T Cell Tool Spotlight: TCRMatch

Structure Tools: LYRA & SCEptRe

Section 2: Q&A

Break

IEDB Project Manager

Bjoern Peters
IEDB Co-Principal Investigator

Bjoern Peters

IEDB Co-Principal Investigator
Austin Crinklaw

Tools Research Technician

Will Chronister
Bioinformatics Postdoctoral Researcher

Paolo Marcatili
DTU Associate Professor
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Preview of Day 2

Start End .
) . Topic Speaker
Time Time

11:00 11:30

11:30 12:00

12:00 12:10

12:10 12:55

12:55 13:10

13:10 13:20

13:20 13:30

13:30 14:00
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Break
NIH Resources for Researchers: HIV Sequence & Brian Foley & Elizabeth-Sharon Fung
Immunology Databases Los Alamos National Laboratory

Section 3: Q&A

Bjoern Peters

B Epi icti . .
Cell Epitope Prediction IEDB Co-Principal Investigator

Jason Greenbaum

IEDB Tools 3.0: Future of Tools Bioinformatics Core Director

Section 4: Q&A

) Nina Blazeska
Closing Remarks & Feedback Survey .
IEDB Project Manager

Optional Q&A Session
This will be to answer any remaining questions from the day
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Optional Q&A

This will be to answer any remaining questions from the day



