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Epitope Search Pane

Search by epitope sequence
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Antigen Search Pane: Organism
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Antigen Search Pane: Antigen

2021 IEDB User Workshop 5



Host Search Pane
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Assay Search Pane
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MHC Restriction Search Pane
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Disease Search Pane

92021 IEDB User Workshop



User Queries: How to see the differences between B 
and T cell responses AND identify SARS-CoV2 CD4 and 
CD8 T cell epitopes
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Use Epitope Source search 
pane to view epitopes 
from SARS-CoV2
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User Queries: How to see the differences between B 
and T cell responses AND identify SARS-CoV2 CD4 and 
CD8 T cell epitopes
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Start typing the organism 
name and autocomplete 
will provide options for 
which the IEDB has data
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Select SARS-CoV2
This is a multi-select field
The number displays how 
many selections you have 
made
Once your query is built, click 
“Search”

**You can select from all 
search panes or from none

2021 IEDB User Workshop

User Queries: How to see the differences between B 
and T cell responses AND identify SARS-CoV2 CD4 and 
CD8 T cell epitopes



Results Page: Pending Filters/Current Filters
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Results Page: Pending Filters/Filter Options
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Results Page: Filter Options - Default
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Results Page: Filter Options –T cell
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Results Page: Filter Options – B cell
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Results Page: Filter Options – MHC
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Results Page: Epitope Tab
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Results Page: Epitope Table Headers
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Results Page: Epitope Details
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Results Page: Inline Filters



Results Page: Export



Results Page: Export Options
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Results Page: Antigen Tab – Table Headers
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Results Page: Assays Tab – Subtabs
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Results Page: Assays Tab – Table Headers
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Results Page: Assays Tab – Assay Details
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Results Page: Assays Tab – Assay Details
Reference
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Results Page: Assays Tab – Assay Details
Epitope
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Results Page: Assays Tab – Assay Details 
Immunization
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Results Page: Assays Tab – Assay Details
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Results Page: Assays Tab – Assay Details
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Results Page: Receptors Tab – Subtabs & Groups



Results Page: Receptors Tab – Receptor Group
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Results Page: References Tab – Table Headers



User Queries: How to see the differences 
between B and T cell responses AND identify 
SARS-CoV2 CD4 and CD8 T cell epitopes
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Results Page: Assays Tab – Subtabs
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Results Page: Additional Filters - Differences 
Between B and T Cell Responses 
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T cell assays only = T cell epitopes (1,907 epitopes)

Results Page: Additional Filters - Differences 
Between B and T Cell Responses 
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B cell assays only = B cell epitopes (4,250 epitopes)

Results Page: Additional Filters - Differences 
Between B and T Cell Responses 
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User Queries: How to see the differences 
between B and T cell responses AND identify 
SARS-CoV2 CD4 and CD8 T cell epitopes
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User Queries: How to see the differences 
between B and T cell responses AND identify 
CD8 T cell epitopes (1,273)
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User Queries: How to see the differences 
between B and T cell responses AND identify 
CD4 T cell epitopes (613)
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User Queries: How to see the differences 
between B and T cell responses
Immunome Browser
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User Queries: How to see the differences 
between B and T cell responses

B cell

T cell



User Queries: How to see the differences 
between B and T cell responses
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B cell

T cell
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User Queries: How to see spike specific T cell 
epitopes induced by infection
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Build query:
T cell 
epitopes 
from SARS-
COV2 in 
donors with 
COVID19
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User Queries: How to see spike specific T cell 
epitopes induced by infection
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Limit query: SARS-COV2 spike protein filter 
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User Queries: How to see spike specific T cell 
epitopes induced by infection
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Limit query: SARS-COV2 spike protein filter 
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User Queries: How can we assess the protective 
capability of the epitopes of the database?

Look for epitopes 
that were tested 

for in vivo 
protection assays
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User Queries: How can we assess the protective 
capability of the epitopes of the database?
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User Queries: How can we assess the protective 
capability of the epitopes of the database?



User Queries: How can we assess the protective 
capability of the epitopes of the database?
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Additional Slides 
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Exports - Headers
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Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope

Epitope IRI Object Type Description Epitope 

Modified 

Residue(s)

Epitope 

Modification

(s)

Starting Position Ending Position Non-peptidic 

epitope IRI

Epitope 

Synonyms

http://www.iedb.org/epitope/4156 Linear peptide ARHTPVNSW 2820 2828

http://www.iedb.org/epitope/4197 Linear peptide ARMILMTHF 2841 2849

http://www.iedb.org/epitope/13263 Linear peptide ELRSRYWAI 380 388

http://www.iedb.org/epitope/17661 Linear peptide FRYNGLIHR 38 46

http://www.iedb.org/epitope/21982 Linear peptide GRAAICGKY 2936 2944

http://www.iedb.org/epitope/22072 Linear peptide GRIDKPILK 173 181

http://www.iedb.org/epitope/24701 Linear peptide HRQSIWITW 82 90

http://www.iedb.org/epitope/24702 Linear peptide HRQSIWITWH 82 91

http://www.iedb.org/epitope/33140 Linear peptide KRGILTLKY 63 71

http://www.iedb.org/epitope/33170 Linear peptide KRKKAYADF

http://www.iedb.org/epitope/33250 Linear peptide KRWIILGLNK 262 271

http://www.iedb.org/epitope/33260 Linear peptide KRYKSIVKY 86 94

http://www.iedb.org/epitope/55529 Linear peptide RRARSLSAERY 243 253

http://www.iedb.org/epitope/55556 Linear peptide RRFFPYYVY 127 135

http://www.iedb.org/epitope/55565 Linear peptide RRFVNVVPTF 114 123

http://www.iedb.org/epitope/55620 Linear peptide RRIYDLIEL 258 266

http://www.iedb.org/epitope/55763 Linear peptide RRVKEVVKK 175 183

http://www.iedb.org/epitope/55779 Linear peptide RRYPDAVYL 438 446

http://www.iedb.org/epitope/55785 Linear peptide RRYQKSTEL 53 61

http://www.iedb.org/epitope/60777 Linear peptide SRQRQAIPY 2145 2153

Top Header Row = Field Group
2nd Header Row = Field

Stable URL for 
every epitope

Amino acid 
modifications

Position in 
protein

Non-peptidic 
epitopes

2021 IEDB User Workshop



Exports – Epitope Source Antigen

57

Epitope Epitope Epitope Epitope

Antigen Name Antigen IRI Parent Protein Parent Protein IRI

polyprotein http://www.ncbi.nlm.nih.gov/protein/ABR25251.1 sp|P27958|POLG_HCVH Genome polyprotein 

OS=Hepatitis C virus genotype 1a (isolate H) 

http://www.uniprot.org/uniprot/P27958

polyprotein http://www.ncbi.nlm.nih.gov/protein/ABR25251.1 sp|P27958|POLG_HCVH Genome polyprotein 

OS=Hepatitis C virus genotype 1a (isolate H) 

http://www.uniprot.org/uniprot/P27958

NP http://www.ncbi.nlm.nih.gov/protein/Q91UL1 sp|P03466|NCAP_I34A1 Nucleoprotein OS=Influenza 

A virus (strain A/Puerto Rico/8/1934 H1N1) 

http://www.uniprot.org/uniprot/P03466

60S ribosomal protein L28 

isoform 2

http://www.ncbi.nlm.nih.gov/protein/NP_000982.2 sp|P46779|RL28_HUMAN 60S ribosomal protein L28 

OS=Homo sapiens OX=9606 GN=RPL28 PE=1 SV=3

http://www.uniprot.org/uniprot/P46779

polyprotein http://www.ncbi.nlm.nih.gov/protein/ABY67667.1 sp|P27958|POLG_HCVH Genome polyprotein 

OS=Hepatitis C virus genotype 1a (isolate H) 

http://www.uniprot.org/uniprot/P27958

60S ribosomal protein L8 http://www.ncbi.nlm.nih.gov/protein/NP_000964.1 sp|P62917|RL8_HUMAN 60S ribosomal protein L8 

OS=Homo sapiens OX=9606 GN=RPL8 PE=1 SV=2

http://www.uniprot.org/uniprot/P62917

K1 glycoprotein http://www.ncbi.nlm.nih.gov/protein/AAT44989.1 sp|Q2HRD5|K1_HHV8P Protein K1 OS=Human 

herpesvirus 8 type P (isolate GK18) OX=868565 

http://www.uniprot.org/uniprot/Q2HRD5

K1 glycoprotein [Human 

herpesvirus 8]

http://www.ncbi.nlm.nih.gov/protein/AAT44977.1 sp|Q2HRD5|K1_HHV8P Protein K1 OS=Human 

herpesvirus 8 type P (isolate GK18) OX=868565 

http://www.uniprot.org/uniprot/Q2HRD5

alpha-actin http://www.ncbi.nlm.nih.gov/protein/AAA51577.1 sp|P62736|ACTA_HUMAN Actin, aortic smooth 

muscle OS=Homo sapiens OX=9606 GN=ACTA2 PE=1 

http://www.uniprot.org/uniprot/P62736

cytochrome c oxidase I https://ontology.iedb.org/ontology/ONTIE_0002983 sp|P00395|COX1_HUMAN Cytochrome c oxidase 

subunit 1 OS=Homo sapiens OX=9606 GN=MT-CO1 

http://www.uniprot.org/uniprot/P00395

gag protein http://www.ncbi.nlm.nih.gov/protein/AAX81417.1 sp|P03349|GAG_HV1A2 Gag polyprotein OS=Human 

immunodeficiency virus type 1 group M subtype B 

(isolate ARV2/SF2) OX=11685 GN=gag PE=1 SV=3

http://www.uniprot.org/uniprot/P03349

farnesyl pyrophosphate 

synthase isoform c

http://www.ncbi.nlm.nih.gov/protein/NP_001229754.1tr|A0A087X090|A0A087X090_HUMAN Farnesyl 

diphosphate synthase (Farnesyl pyrophosphate 

synthetase, dimethylallyltranstransferase, 

geranyltranstransferase), isoform CRA_a OS=Homo 

http://www.uniprot.org/uniprot/A0A087X090

Reference proteome source protein of 
epitope, groups all same proteins, not 

100% identical

Source protein isoform of epitope, 
author specified, 100% identical
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Exports – Epitope Source Organism
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Reference proteome species of epitope, 
groups all same

Source organism of epitope, 
author specified

Epitope Epitope Epitope Epitope

Organism Name Organism IRI Parent Organism Parent Organism IRI

Hepacivirus C http://purl.obolibrary.org/obo/NCBITaxon_11103 Hepacivirus C http://purl.obolibrary.org/obo/NCBITaxon_11103

Hepacivirus C http://purl.obolibrary.org/obo/NCBITaxon_11103 Hepacivirus C http://purl.obolibrary.org/obo/NCBITaxon_11103

Influenza A virus (A/X-31(H3N2)) http://purl.obolibrary.org/obo/NCBITaxon_132504 Influenza A virus http://purl.obolibrary.org/obo/NCBITaxon_11320

Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606 Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606

Hepacivirus C http://purl.obolibrary.org/obo/NCBITaxon_11103 Hepacivirus C http://purl.obolibrary.org/obo/NCBITaxon_11103

Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606 Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606

Human gammaherpesvirus 8 http://purl.obolibrary.org/obo/NCBITaxon_37296 Human gammaherpesvirus 8 http://purl.obolibrary.org/obo/NCBITaxon_37296

Human gammaherpesvirus 8 http://purl.obolibrary.org/obo/NCBITaxon_37296 Human gammaherpesvirus 8 http://purl.obolibrary.org/obo/NCBITaxon_37296

Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606 Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606

Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606 Homo sapiens http://purl.obolibrary.org/obo/NCBITaxon_9606

Human immunodeficiency virus 

1

http://purl.obolibrary.org/obo/NCBITaxon_11676 Human immunodeficiency 

virus 1

http://purl.obolibrary.org/obo/NCBITaxon_11676
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Top Header row = Field Group (Reference, Epitope, etc.)
2nd Header Row = Field (terms may repeat)

Stable URL for every 
assay and reference

Reference Reference Reference Reference Reference Reference Referen

ce

Reference Reference Epitope Epitope Epitope Epitope

Assay IRI Reference IRI Type PubMed 

ID

Authors Journal Date Title Submission ID Epitope IRI Object Type Description Starting 

Positionhttp://www.iedb.org/assay/1007814http://www.iedb.org/reference/315048Literature 7542549 L G Tussey; S Rowland-Jones; T S Zheng; M J Androlewicz; P Cresswell; J A Frelinger; A J McMichaelImmunity 1995 Different MHC class I alleles compete for presentation of overlapping viral epitopes.http://www.iedb.org/epitope/13263Linear peptide ELRSRYWAI 380

http://www.iedb.org/assay/1312669http://www.iedb.org/reference/1001899Literature 12634388 Justin Stebbing; Dimitra Bourboulia; Margaret Johnson; Stephen Henderson; Ian Williams; Natalie Wilder; Mervyn Tyrer; Mike Youle; Nesrina Imami; Toru Kobu; Wolfgang Kuon; Joachim Sieper; Frances Gotch; Chris BoshoffJ Virol 2003 Kaposi's sarcoma-associated herpesvirus cytotoxic T lymphocytes recognize and target Darwinian positively selected autologous K1 epitopes.http://www.iedb.org/epitope/24702Linear peptide HRQSIWITWH 82

http://www.iedb.org/assay/1312670http://www.iedb.org/reference/1001899Literature 12634388 Justin Stebbing; Dimitra Bourboulia; Margaret Johnson; Stephen Henderson; Ian Williams; Natalie Wilder; Mervyn Tyrer; Mike Youle; Nesrina Imami; Toru Kobu; Wolfgang Kuon; Joachim Sieper; Frances Gotch; Chris BoshoffJ Virol 2003 Kaposi's sarcoma-associated herpesvirus cytotoxic T lymphocytes recognize and target Darwinian positively selected autologous K1 epitopes.http://www.iedb.org/epitope/24701Linear peptide HRQSIWITW 82

http://www.iedb.org/assay/1383584http://www.iedb.org/reference/1004412Literature 9820497 J M Brooks; R A Colbert; J P Mear; A M Leese; A B RickinsonJ Immunol 1998 HLA-B27 subtype polymorphism and CTL epitope choice: studies with EBV peptides link immunogenicity with stability of the B27:peptide complex.http://www.iedb.org/epitope/55529Linear peptide RRARSLSAERY 243

http://www.iedb.org/assay/1383588http://www.iedb.org/reference/1004412Literature 9820497 J M Brooks; R A Colbert; J P Mear; A M Leese; A B RickinsonJ Immunol 1998 HLA-B27 subtype polymorphism and CTL epitope choice: studies with EBV peptides link immunogenicity with stability of the B27:peptide complex.http://www.iedb.org/epitope/55620Linear peptide RRIYDLIEL 258

http://www.iedb.org/assay/1608744http://www.iedb.org/reference/1014017Submission Mikkel Harndahl; Kasper Lamberth; Gustav Roder; Sune Justesen; Michael Madsen; Morten Nielsen; Claus Lundegaard; Mette Voldby Larsen;  Sheila Tang; Soren Brunak; Ole Lund; Soren Buus2009 Large scale analysis of peptide-HLA class I interactions1000422 http://www.iedb.org/epitope/60777Linear peptide SRQRQAIPY 2145

http://www.iedb.org/assay/1700854http://www.iedb.org/reference/1014730Literature 12122005 Manuel Ramos; I&ntilde;aki Alvarez; Laura Sesma; Antoine Logean; Didier Rognan; Jos&eacute; A L&oacute;pez de CastroJ Biol Chem 2002 Molecular mimicry of an HLA-B27-derived ligand of arthritis-linked subtypes with chlamydial proteins.http://www.iedb.org/epitope/120183Linear peptide RRKSSGGKGGSY 333

http://www.iedb.org/assay/1700857http://www.iedb.org/reference/1014730Literature 12122005 Manuel Ramos; I&ntilde;aki Alvarez; Laura Sesma; Antoine Logean; Didier Rognan; Jos&eacute; A L&oacute;pez de CastroJ Biol Chem 2002 Molecular mimicry of an HLA-B27-derived ligand of arthritis-linked subtypes with chlamydial proteins.http://www.iedb.org/epitope/120182Linear peptide RRFKEGGRGGKY 211

http://www.iedb.org/assay/1813478http://www.iedb.org/reference/315282Literature 9820524 A Paradela; M Garc&iacute;a-Peydr&oacute;; J V&aacute;zquez; D Rognan; J A L&oacute;pez de CastroJ Immunol 1998 The same natural ligand is involved in allorecognition of multiple HLA-B27 subtypes by a single T cell clone: role of peptide and the MHC molecule in alloreactivity.http://www.iedb.org/epitope/137682Linear peptide RRFFPYYV 127

http://www.iedb.org/assay/1813495http://www.iedb.org/reference/315282Literature 9820524 A Paradela; M Garc&iacute;a-Peydr&oacute;; J V&aacute;zquez; D Rognan; J A L&oacute;pez de CastroJ Immunol 1998 The same natural ligand is involved in allorecognition of multiple HLA-B27 subtypes by a single T cell clone: role of peptide and the MHC molecule in alloreactivity.http://www.iedb.org/epitope/55556Linear peptide RRFFPYYVY 127

http://www.iedb.org/assay/2019410http://www.iedb.org/reference/1027056Literature 23978718 Katja Nitschke; Alejandro Barriga; Julia Schmidt; J&ouml;rg Timm; Sergei Viazov; Thomas Kuntzen; Arthur Y Kim; Georg M Lauer; Todd M Allen; Silvana Gaudieri; Andri Rauch; Christian M Lange; Christoph Sarrazin; Thomas Eiermann; John Sidney; Alessandro Sette; Robert Thimme; Daniel L&oacute;pez; Christoph Neumann-HaefelinJ Hepatol 2014 HLA-B*27 subtype specificity determines targeting and viral evolution of a hepatitis C virus-specific CD8+ T cell epitope.http://www.iedb.org/epitope/4156Linear peptide ARHTPVNSW 2820

http://www.iedb.org/assay/2019411http://www.iedb.org/reference/1027056Literature 23978718 Katja Nitschke; Alejandro Barriga; Julia Schmidt; J&ouml;rg Timm; Sergei Viazov; Thomas Kuntzen; Arthur Y Kim; Georg M Lauer; Todd M Allen; Silvana Gaudieri; Andri Rauch; Christian M Lange; Christoph Sarrazin; Thomas Eiermann; John Sidney; Alessandro Sette; Robert Thimme; Daniel L&oacute;pez; Christoph Neumann-HaefelinJ Hepatol 2014 HLA-B*27 subtype specificity determines targeting and viral evolution of a hepatitis C virus-specific CD8+ T cell epitope.http://www.iedb.org/epitope/4197Linear peptide ARMILMTHF 2841

http://www.iedb.org/assay/2019415http://www.iedb.org/reference/1027056Literature 23978718 Katja Nitschke; Alejandro Barriga; Julia Schmidt; J&ouml;rg Timm; Sergei Viazov; Thomas Kuntzen; Arthur Y Kim; Georg M Lauer; Todd M Allen; Silvana Gaudieri; Andri Rauch; Christian M Lange; Christoph Sarrazin; Thomas Eiermann; John Sidney; Alessandro Sette; Robert Thimme; Daniel L&oacute;pez; Christoph Neumann-HaefelinJ Hepatol 2014 HLA-B*27 subtype specificity determines targeting and viral evolution of a hepatitis C virus-specific CD8+ T cell epitope.http://www.iedb.org/epitope/21982Linear peptide GRAAICGKY 2936

http://www.iedb.org/assay/2019417http://www.iedb.org/reference/1027056Literature 23978718 Katja Nitschke; Alejandro Barriga; Julia Schmidt; J&ouml;rg Timm; Sergei Viazov; Thomas Kuntzen; Arthur Y Kim; Georg M Lauer; Todd M Allen; Silvana Gaudieri; Andri Rauch; Christian M Lange; Christoph Sarrazin; Thomas Eiermann; John Sidney; Alessandro Sette; Robert Thimme; Daniel L&oacute;pez; Christoph Neumann-HaefelinJ Hepatol 2014 HLA-B*27 subtype specificity determines targeting and viral evolution of a hepatitis C virus-specific CD8+ T cell epitope.http://www.iedb.org/epitope/60867Linear peptide SRYWAIRTR 383

http://www.iedb.org/assay/2019419http://www.iedb.org/reference/1027056Literature 23978718 Katja Nitschke; Alejandro Barriga; Julia Schmidt; J&ouml;rg Timm; Sergei Viazov; Thomas Kuntzen; Arthur Y Kim; Georg M Lauer; Todd M Allen; Silvana Gaudieri; Andri Rauch; Christian M Lange; Christoph Sarrazin; Thomas Eiermann; John Sidney; Alessandro Sette; Robert Thimme; Daniel L&oacute;pez; Christoph Neumann-HaefelinJ Hepatol 2014 HLA-B*27 subtype specificity determines targeting and viral evolution of a hepatitis C virus-specific CD8+ T cell epitope.http://www.iedb.org/epitope/33250Linear peptide KRWIILGLNK 262

http://www.iedb.org/assay/2146058http://www.iedb.org/reference/1028267Literature 25268942 Alejandro Barriga; Elena Lorente; Carolina Johnstone; Carmen Mir; Margarita del Val; Daniel L&oacute;pezPLoS One 2014 A common minimal motif for the ligands of HLA-B*27 class I molecules.http://www.iedb.org/epitope/122004Linear peptide VRNKDLNTL 169

http://www.iedb.org/assay/2146065http://www.iedb.org/reference/1028267Literature 25268942 Alejandro Barriga; Elena Lorente; Carolina Johnstone; Carmen Mir; Margarita del Val; Daniel L&oacute;pezPLoS One 2014 A common minimal motif for the ligands of HLA-B*27 class I molecules.http://www.iedb.org/epitope/121504Linear peptide KRLPADVLKK 150

http://www.iedb.org/assay/2146072http://www.iedb.org/reference/1028267Literature 25268942 Alejandro Barriga; Elena Lorente; Carolina Johnstone; Carmen Mir; Margarita del Val; Daniel L&oacute;pezPLoS One 2014 A common minimal motif for the ligands of HLA-B*27 class I molecules.http://www.iedb.org/epitope/121389Linear peptide HRQDINGKEM 100

Exports – Source of Data
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Top Header row = Field Group (Reference, Epitope, etc.)
2nd Header Row = Field (terms may repeat)

Assay Assay Assay Assay Assay Assay Assay Assay

Location of assay data in 

the manuscript

Method/Technique Assay Group Units Assay Type IRI Qualitative 

Measure

Measureme

nt Inequality

Quantitati

ve 

measure

ment
Fig. 4A lysate MHC/direct/radioactivity qualitative binding http://purl.obolibrary.org/obo/OBI_0001556 Positive

Figure 4 cellular MHC/direct/fluorescence qualitative binding http://purl.obolibrary.org/obo/OBI_0001606 Positive

Figure 4 cellular MHC/direct/fluorescence qualitative binding http://purl.obolibrary.org/obo/OBI_0001606 Positive

Figures 2 and 5, table III cellular MHC/direct/fluorescence half life min http://purl.obolibrary.org/obo/OBI_0001559 Positive 2520

Figures 2 and 5, table III cellular MHC/direct/fluorescence half life min http://purl.obolibrary.org/obo/OBI_0001559 Positive 2220

purified MHC/direct/fluorescence dissociation constant KD (~EC50) nM http://purl.obolibrary.org/obo/OBI_0001543 Positive-Low > 5000

Figure 4 and table II cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive 5000

Figure 4 and table II cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive 7000

Figure 4 cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive-High = 4000

Figure 4 cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive-High = 3000

Figures 2 and 4 cellular MHC/direct/fluorescence qualitative binding http://purl.obolibrary.org/obo/OBI_0001606 Positive-High

Figure 2 cellular MHC/direct/fluorescence qualitative binding http://purl.obolibrary.org/obo/OBI_0001606 Positive-High

Figure 2 cellular MHC/direct/fluorescence qualitative binding http://purl.obolibrary.org/obo/OBI_0001606 Positive-High

Figure 2 cellular MHC/direct/fluorescence qualitative binding http://purl.obolibrary.org/obo/OBI_0001606 Positive-Low

Figure 2 cellular MHC/direct/fluorescence qualitative binding http://purl.obolibrary.org/obo/OBI_0001606 Positive-High

Figure 7 and Tables 1, 2, and 3cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive-Low = 94000

Figure 7 and Tables 1, 2, and 3cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive-Low = 136000

Figure 7 and Tables 1, 2, and 3cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive-Low = 132000

Figure 7 and Tables 1, 2, 3, and 4cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive-Intermediate= 43000

Figure 7 and Tables 1, 2, 3, and 4cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive-High = 9000

Figure 7 and Tables 1, 2, and 3cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive-Low = 77000

Table 2 cellular MHC/direct/fluorescence half maximal effective concentration (EC50) nM http://purl.obolibrary.org/obo/OBI_0001561 Positive-High = 16000

Separate method and assay 
group columns allow sorting

IRI is linked to ontology term 
for assay (OBI ontology)

Exports – Assay Types
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B cell assays only = B cell epitopes

Results Page: Discontinuous Epitopes
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User Query: What protein are B cell epitope 
residues in reference to?

2021 IEDB User Workshop



632021 IEDB User Workshop


