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What is the current export?

[x] Exporttocsviie @
[x] Export to c3V file with IRIs. @

UKy S ET ST Epitope Structure: Linear Sequence M Linear Sequence: SINFEKL M Include Positive Assays

Your export is complete, it should download shortly or can be accessed Here for 24 hours after completion.
Full downloads of the entire database can be found Here
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Currently .csv only with dual headers

A B | c | o | E [ F [ & | uw | v | J ‘ K | L | M ‘ N | 0 ‘ P | a | R | s | T
1 |Epitope lEpitupe Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Related O Related O Relate
2 |Epitope ID Object Type Description Epitope M Epitope Modification{s) Starting PiEnding Po Non-pept Epitope Sy Antigen Name  Antigen Accession Parent Protein Parent Protein Accession Organism Name Parent Organism  Parent Organism ID Epitope CiEpitope RiObject Ty Descri
3 | 58560 Linear peptide SIINFEKL 258 265 ovalbumin AAA4B998.1 Gald2 P01012 Gallus gallus Gallus gallus 9031

4 | 114230 Linear peptide SIINFEKL+SCM(K7) K7 Side chain modification 258 265 ovalbumin AAA48998.1 Gald2 PO1012 Gallus gallus Gallus gallus 9031 The epitope is modified with trinitropl
5 | 1309579 Linear peptide SIINFEKL+BIOT(L8) L8 Biotin |BIOT 257 264 ovalbumin 07051724 Gald2 PO1012 Gallus gallus Gallus gallus 9031

6 4

7 |

g -

Epitope,Epitope, Epitope, Epitope, Epitope, Epitope,Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Related Object,Related Object,Related Object,Related Object,Related Object,Related Object,Related
Epitope ID,Cbject Type,Description,Epitope Modified Residue(s),Epitope Modification(s),Starting Position,Ending Position,Non-peptidic epitope Accession,Epitope Synonyms,Antigen Name,Antigen Accession,Parent Protein,Parent Protein RAcc
"58560", "Linear peptide”,"SIINFEKL","", "" "258", 725", "", "" vovalbumin®, "ARA48998.1","Gal d 2","P01012","Gallus gallus","Gallus gallus","S031",

G oe W

r r r r r r PR
"114230", "Linear peptide", "SIINFEKL + SCM(K7)","K7","Side chain modification®,"258","265","", "", "ovalbumin”, "ARA48998.1","Gal d 2","P01012","Gallus gallus","Gallus gallus","S031","The epitope is modified with trinitrophenyl on Lys at
"1309579", "Linear pepride", "SIINFEKL + BIOT(L8)","L8","Biotin|BIOT","257","264", ", ""

. ¢ "ovalbumin®”, "0705172A","Gal 4 2","P01012","Gallus gallus”,"Gallus gallus®, "9g031" "~ mn nw oo

o

P
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Why change?

* One of the most requested change to the IEDB!
* Limited to .csv file format

* Fixed set of export fields

 Dual headers only

* Limited explanation of what each field means

 Limited information on the query performed
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Introducing the new Custom Exports

Goals:

* Expand the usability of the exports

* Provide more information on each field
* Allow more customization to the user

* Provide more information linking the exported data to the
qguery ran

* All shown functionality is currently in development and subject to change
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New Custom Exports

[x] Exportto csv e @
[3] Export to csV file with IRIs. @
Custom File Export.

CUSTOM FILE EXPORT

File Format:

7| Double Headers

Field et Fullgort_v|

2] Epitope
# [Reated Object

l 4
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Multiple File Formats

CUSTOM FILE EXPORT

leaders v
W

i Mlepitop T5v
+ E‘Relale JSON
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XLS — Excel format — Most user friendly

A B C D E F G H I J K L M N (o] -
1 |Epitope
2 Epitope ID Epitope IRI Object Type Description Epitope Modified Residue(s) Epitope Modification(s) Starting Position Ending Position Non-peptidic epitope ChEBIID Non-peptidic epitope IRl  Epitope Synonyms Antigen Name Antigen Accession Antigen IRl Parent Protein
3 58560 http://www.iedb. Linear peptide SIINFEKL 257 264 ovalbumin ovalbumin 0705172A http://www. Gal d 2
4
5

.CSV — Comma Separated Values — Current format — Programmer friendly

Epitope,Epitope,Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, Epitope, "Related Object", "Related Cbject™, "Related Object
"Epitope ID","Epitope IRI","Cbject Type",Description,"Epitope Modified Residues(s)","Epitope Modification(s)","Starting Position","Ending Position","Non-peptidic epitope ChEBI ID", "Non-peptidic epitope IRI"™, "Epitope Synonyms", "Antigern
58560, http://www.iedb.org/epitope/58560, "Linear peptide”, SIINFEKL,,,257,264,,,0valbumin, ovalbumin, 07051728, http://www.ncbi.nim.nih.gov/protein/07051724, "Gal d 2",P01012,htep://www.uniprot.ora/uniprot/P01012, "Gallus gallus", http://pur

.TSV — Tab Separated Values — Similar to CSV but with tabs — Programmer friendly

1 Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope Epitope "Related Cbject™ "Related Object” "Related
Z "Epitope ID" "Epitope IRI" "Object Type" Description "Epitops Modified Residus(s)"  "Epitope Modification(s)"  "Starting Position" "Ending Position"  "Non-peptidic epitope ChREBI ID" "Hon-peptidic epitope IRI" "Epitope Sync
58560 htep://www.iedb.org/epitops/58560  "Linear peptide” SIINFEKL 257 264 ovalbumin ovalbumin 0705172& heep: //www.ncbi.nlm.nih. gov/protein/07051724 "Gal d 2" P01012 heotp://www.uniprot.org/unipre

JSON — JavaScript Object Notation — A programming friendly format used to transport data

) M
]
1(3)™: '
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Multiple Header Formats

CUSTOM FILE EXPORT

File Format] x5 |
Header CMI[ Double Headers v |
Field Sﬂ:'_i”' Double Headers

H EpilOF}e Single Header

# Related no Headers

Press |
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Double Headers — Current format with a section and field
header row

A B | T D E F G H

!
1 Epitope
2 Epitope ID Epitope IRI Object Type Description Epitope Modified Residue(s) Epitope Modification(s) Starting Position Ending Position Non-peptidic
3 (58560 http://www. Linear peptide SINFEKL 257 7264

Single Header — Single header row with section and field
merged

A B | c D E E G H

1 Epitope
2 Epitope ID Epitope IRI Object Type Description Epitope Modified Residue(s) Epitope Modification(s) Starting Position Ending Position Non-peptidic
3 (58560 http://www. Linear peptide SINFEKL 257 7264

Double Headers — Current Format with a section and field
header row

A B © D E [F

| | | | | |

1 |Epitope - Epitope ID Epitope - Epitope IRl Epitope - Object Type Epitope - Description Epitope - Epitope Modified Residue(s) Epitope - Epitope Modification|
2 58560 http://www.iedb.org/ Linear peptide SIINFEKL

3

No Headers — Simple data centric format with no headers



Custom Field Selection and Field Sets

CUSTOM FILE EXPORT

File Format:[ XS v |

Header Count;| pouble Headers v |

Field Set:{ Full Export
L] Epi' Full Export
i+ ¥lre| Minimal Export
Base Export
Base Export with iris
Result Tab
Custom Export

_|

2021 IEDB User Workshop

Field sets are preselected subsets of fields to be
exported. These are currently examples only and
will be further refined upon release.

Custom field section shown in a similar structure
as the finder trees.

Fields shown under section headers that expand
to show the individual field names that can also
be selected separately.

Allows for extremely fine grain customization of
exports to fit each users needs.
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Field Selection Examples

Epitope Antigen

CUSTOM FILE EXPORT

File Format:

Fild Set{Ful egort v
H Epilope ~
Yepitope ID

Ep\lope IRI

- Monject Type

nligen
mlgen Name
ntigen D

Descnpt\on lz‘Organism Name

- Epitope Modified Residue(s) Mlorganism 1D
Ep\tope Modification(s) Epitopes
lstarting Position Assays

[¥lending Position M References
Non—peplidic epitope ChEBI 1D

Non-pepl|d|c epitope IRI
2 Ep\tope Synonyms
‘lz‘Anligen Name
- Mantigen Accession
- Mlantigen iri
Parenl Protein
- parent Protein Accession
Pharent protein IRI
I [lorganism Name
- organism R
earent Organism
Parent Crganism 1D a
Parenl Organism IRI
Ep\tope Comments
= MRelated object

: E‘Ep\lope Relationship

- Mobject Type v

Press
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Field Selection Examples

Assay

CUSTOM FILE EXPORT

7| Double Headers v

1] MReterence

+ Epitope

& Mrelated Object

# Fhost

& st in vivo Process

& bnd in vivo Process

& @i vitro Process

+ optwe Transfer

& Mimmunization Comments
L] y

# Pefrector cells

# Mhrer

H E‘Ant\gen Processing Cells
# e

+ y Antigen

+ y Comments

File Format:

Field Set:

Press
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Receptor

CUSTOM FILE EXPORT

File Format:

Header Count:| pouble Headers ~
Field Ser{Fullbport v |
E‘Receptor
GIOUD Receptor ID
¥receptor D
Reference D
E‘Reference IRI
¥epitope ID
MEpitope IRI
Description
Eﬂmtigen
E‘Organism
Response Type
y IDs

hHe Allele Names

E‘Reference MName

TABLE D
ynonyms
E‘Receptor Type
E‘Chain 1 Type

Press
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Field Selection Examples

Reference

CUSTOM FILE EXPORT

File Format:

Reference
E‘Reference D
E‘Reference IRI
VDe

Pu bMed ID
u bmission ID
@Authors
ournal
Date

Mhite
EAbstract
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Additional Improvements

Inclusion of query parameters in the Excel export via a
new sheet

Inclusion of field descriptions in the Excel export via a
new sheet

Re-evaluation of available fields and field names

Addition of the option to export the fields as shown in
the tabs on the website
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