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Epitope Prediction and Analysis Tools

Welcome to the Immune Epitope Database Analysis Resource. This site provides a
collection of tools for the prediction and analysis of immune epitopes. It serves as a
companion site to the Immune Epitope Database (IEDB) , a manually curated database
of experimentally characterized immune epitopes.

The tools contained fall into the following categories:

T Cell Epitope Prediction Tools
This set of tools includes MHC class | & Il binding predictions, as well as peptide
processing predictions and immunogenicity predictions.

B Cell Epitope Prediction Tools
The tools here are intended to predict regions of proteins that are likely to be
recognized as epitopes in the context of a B cell response.

Analysis Tools
The epitope analysis tools are intended for the detailed analysis of a known epitope
sequence or group of sequences.

Analysis Resource
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IMMUNE EPITOPE DATABASE
AND ANALYSIS RESOURCE

Who You’ll Hear From

Dr. Bjoern Peters Dr. Raphael Trevizani Austin Crinklaw Dr. William Chronister
Co-Principal Investigator Bioinformatics Postdoctoral Bioinformatics Research Bioinformatics Postdoctoral
Researcher Technician Researcher

o0

Daniel Marrama
Bioinformatics Research
Technician

Dr. Marcus Mendes

Bioinformatics Postdoctoral
Researcher

.. OO
Dr. Jason Greenbaum Dr. Paolo Marcatili o—eo
Bioinformatics Core Director DTU Associate Professor @@

2021 IEDB User Workshop



Who You’ll Hear From » Los Alamos

NATIONAL LABORATORY
EST.1943

Dr. Elizabeth-Sharon Fung Dr. William Fischer
Annotator, Editor Staff Scientist
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User Workshop Structure
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Agenda — Day 2

Nina Blazeska

14:00 14:05 Welcome .
IEDB Project Manager
Raphael Trevizani

14:05 15:00 MHC Binding Predictions B{omformatlcs Postdoctoral Researcher
Bjoern Peters
IEDB Co-Principal Investigator
Austin Crinklaw

15:00 15:20 T Cell Processing & Immunogenicity Predictions B{omformatlcs Research Technician
Bjoern Peters
IEDB Co-Principal Investigator

15:20 15:35 Section 1: Q&A with Drs. Trevizani, Peters and Crinklaw

15:35 15:45 Break
Will Chronister

: 16: T Cell Tool tlight: TCRMatch

15:45 6:00 ell Tool Spotlig ate Bioinformatics Postdoctoral Researcher
Paolo M tili

16:00 16:30 Structure Tools: LYRA & SCEptRe aoto Marcatil

DTU Associate Professor

16:30 16:45 PEPMatch: Homology of SARS-CoV-2 Spike Sequences | Daniel Marrama

to Myocarditis Antigens Bioinformatics Research Technician
16:45 17:00 Section 2: Q&A with Drs. Chronister, Peters and Marrama
17:00 17:30 Break

2021 IEDB User Workshop



Agenda — Day 2

17:30 18:00 NIH Resources for Researchers: The LANL HIV Elizabeth-Sharon Fung
| ' Immunology Database Los Alamos National Laboratory

18:00 18:10 Section 3: Q&A with Dr. Fung and Dr. Fischer
Marcus Mendes

18:10 18:45 B Cell Epitope Prediction Bioinformatics Postdoctoral
Researcher

18:45 19:05 IEDB Tools 3.0: Future of Tools Ja.sgn Green'baum .
Bioinformatics Core Director

19:05 19:20 Section 4: Q&A with Drs. Mendes and Greenbaum

) Nina Blazeska
19:20 19:30 Closing Remarks & Feedback Survey IEDB Project Manager
Optional Q&A Session
19:30 20:00

This will be to answer any remaining questions from the day
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Other Event Logistics

You will receive a post-event
email next week

| 1

Workshop recording will be
shared with you

Participation certificates will
be provided upon request

£ su rveyMonkey-

All presentations will be
shared with you
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Daily and post-event
feedback survey

Be aware of IEDB slowness
due to increased traffic




Y siedbuw2021

Follow us @iedb



Without further ado...

Dr. Raphael Trevizani
Bioinformatics Postdoctoral
Researcher

MHC Binding Predictions
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